
OTU06
KU1595811sediment of_Wanghu_Lake

OTU29
OTU07

OTU36
OTU30

OTU22
CP0262651Bacteria Proteobacteria_Alphaproteobacteria_Hyphomicrobiales_Phyllobacteriaceae_Aminobacter_Aminobacter_sp._MSH1

OTU35
OTU28
KF1439621Water Column_in_Yellow_River_Estuary

OTU13
OTU43
OTU41
OTU25

OTU21
OTU47

OTU11
MF7763531sediment from_Yangtze_lake

OTU31
MF7761691sediment from_Yangtze_lake

OTU45
OTU04

OTU46
OTU14
OTU50

OTU03
MF7762251sediment from_Yangtze_lake

MN2329201Bacteria Proteobacteria_Alphaproteobacteria_Hyphomicrobiales_Phyllobacteriaceae_Aminobacter_niigataensis_strain_T6647
OTU18

LN8285661drained Mediterranean_peaty_soils
OTU24

OTU10
OTU49

OTU48
CP0069121 Bacteria_Proteobacteria_Alphaproteobacteria_Hyphomicrobiales_Hyphomicrobiaceae_Hyphomicrobium_nitrativorans_NL23

LN8865161Bacteria Proteobacteria_Alphaproteobacteria_Hyphomicrobiales_Rhizobiaceae_Rhizobium_sp._Po_20/26
OTU40

KX9522091sediment in_Yellow_River_estuary
OTU05
MF7763001sediment from_Yangtze_lake

OTU12
OTU23

CP0199661Bacteria Proteobacteria_Alphaproteobacteria_Hyphomicrobiales_Bradyrhizobiaceae_Rhodopseudomonas_palustris_strain_PS3
OTU32

OTU37
OTU39

OTU38
CP0933401Bacteria Proteobacteria_Gammaproteobacteria_Xanthomonadales_Xanthomonadaceae_Luteimonas_Luteimonas_sp._S4-F44

OTU42
CP0703561 Bacteria_Proteobacteria_Gammaproteobacteria_Pseudomonadales_Pseudomonadaceae_Pseudomonas_sp._PDNC002.

KU1595851sedimentofGehuLake
OTU34

OTU09
OTU15
OTU20
OTU02

OTU27
KX9523671sediment in_Yellow_River_estuary
OTU33

OTU44
CP0454101Bacteria Proteobacteria_Alphaproteobacteria_Rhodobacterales_Roseobacteraceae_Roseovarius_sp._THAF8

OTU08
CP0211161Bacteria Proteobacteria_Alphaproteobacteria_Rhodobacterales_Rhodobacteraceae_Aestuarium_zhoushanense_strain_G7

OTU01
EU0697461oxygen minimum_zones_of_ArabianSea

OTU19
CP0590691Bacteria Verrucomicrobia_Verrucomicrobiae_Verrucomicrobiales_Akkermansiaceae_bacterium_strain_AJA081-3.

OTU16
OTU26

OTU17

0.1


