
Brapa ssp._chinensis_var._communis_PCGlu_v2.1|BrPCGlu.03G342000.1.p
Brapa ssp._chinensis_var._communis_PCGlu_v2.1|BrPCGlu.05G353800.1.p
Athaliana Araport11|AT2G47420.1

Ghirsutum v3.1|Gohir.D07G132600.1.p
Ghirsutum v3.1|Gohir.A07G128300.4.p

Csinensis v1.1|orange1.1g018261m
Csativus v1.0|Cucsa.291900.1
Gmax Wm82_ISU-01_v2.1|GmISU01.13G096400.1.p
Gmax Wm82_ISU-01_v2.1|GmISU01.06G269700.1.p

Slycopersicum ITAG5.0|Solyc01T003366.1
Stuberosum v6.1|Soltu.DM.01G040190.1
Osativa v7.0|LOC_Os10g10434.1

Phallii v3.2|Pahal.1G056600.1.p
Sbicolor v5.1|Sobic.004G061800.1.p
Phallii v3.2|Pahal.9G317400.1.p
Zmays RefGen_V4|Zm00001d015449_P001

Sbicolor v5.1|Sobic.002G314100.1.p
Zmays RefGen_V4|Zm00001d006464_P001

Phallii v3.2|Pahal.2G384900.1.p
Sbicolor v5.1|Sobic.002G314000.1.p

Osativa v7.0|LOC_Os07g32550.1
Athaliana Araport11|AT5G66360.2
Brapa ssp._chinensis_var._communis_PCGlu_v2.1|BrPCGlu.07G124900.1.p

Gmax Wm82_ISU-01_v2.1|GmISU01.11G066600.1.p
Gmax Wm82_ISU-01_v2.1|GmISU01.01G132600.1.p
Slycopersicum ITAG5.0|Solyc02T002091.1
Stuberosum v6.1|Soltu.DM.02G024540.1
Csativus v1.0|Cucsa.043250.1

Csinensis v1.1|orange1.1g047897m
Ghirsutum v3.1|Gohir.D03G011700.1.p
Ghirsutum v3.1|Gohir.A02G168300.1.p

input protein
Sbicolor v5.1|Sobic.004G020800.1.p
Zmays RefGen_V4|Zm00001d053927_P013
Phallii v3.2|Pahal.1G018100.2.p

Osativa v7.0|LOC_Os02g03050.1
Athaliana Araport11|AT1G01860.1
Brapa ssp._chinensis_var._communis_PCGlu_v2.1|BrPCGlu.09G598800.1.p
Ghirsutum v3.1|Gohir.D11G088800.1.p
Ghirsutum v3.1|Gohir.A11G084700.1.p
Csinensis v1.1|orange1.1g016715m

Slycopersicum ITAG5.0|Solyc01T002765.1
Stuberosum v6.1|Soltu.DM.01G032530.1
Csativus v1.0|Cucsa.258010.1
Gmax Wm82_ISU-01_v2.1|GmISU01.18G174300.1.p
Gmax Wm82_ISU-01_v2.1|GmISU01.09G219900.1.p

0.1


