
OTU008 Rhodobacteraceae_unclassified
OTU024 Novosphingobium
OTU030 Bradyrhizobiaceae_unclassified
OTU018 Acetobacteraceae_unclassified
OTU025 Acidobacteria_unclassified
OTU019 Subdivision3_unclassified
OTU026 Nitrospira
OTU004 Bacteria_unclassified
OTU012 Bacteria_unclassified
OTU029 Bacteria_unclassified
OTU014 Proteobacteria_unclassified
OTU017 Gammaproteobacteria_unclassified
OTU027 Gammaproteobacteria_unclassified
OTU007 Acidibacter_unclassified
OTU013 Acidibacter_unclassified
OTU022 Arenimonas
OTU002 Metallibacterium
OTU006 Rhodanobacteraceae_unclassified
OTU015 Halothiobacillus
OTU023 Proteobacteria_unclassified
OTU011 Nitrosomonadales_unclassified
OTU028 Betaproteobacteria_unclassified
OTU005 Betaproteobacteria_unclassified
OTU021 Thiobacillus
OTU016 Betaproteobacteria_unclassified
OTU020 Betaproteobacteria_unclassified
OTU003 Burkholderiales_unclassified
OTU001 Burkholderiales_unclassified
OTU009 Burkholderiales_unclassified
OTU010 Comamonadaceae_unclassified

Homework3_1
Proteobacteria

Acidobacteria

Verrucomicrobia

Nitrospirae

Unclassified


