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GCA 0000039251_ASM392v1_protein.faa_BANS_BAPAT_0350|BAPAT_0350|CDS|T03162
GCA 0000039251_ASM392v1_protein.faa_BAX_H9401_0349|H9401_0349|CDS|T02028
GCA 0000039251_ASM392v1_protein.faa_BTL_BALH_0369|BALH_0369|CDS|T00429
GCA 0000039251_ASM392v1_protein.faa_BTM_MC28_5094|MC28_5094|CDS|T02263
GCA 0000039251_ASM392v1_protein.faa_BTY_Btoyo_3093|Btoyo_3093|CDS|T02901
GCA 0000039251_ASM392v1_protein.faa_BNT_GSN03_02045|GSN03_02045|CDS|T07605
GCA 0000039251_ASM392v1_protein.faa_BCE_BC0413|BC0413|CDS|T00127
GCA 0000039251_ASM392v1_protein.faa_BWW_bwei_5196|bwei_5196|CDS|T03453
GCA 0000039251_ASM392v1_protein.faa_BWE_BcerKBAB4_0352|BcerKBAB4_0352|CDS|T00642
GCA 0000039251_ASM392v1_protein.faa_EEM01280.1_Alpha-glucosidase_Bacillus_mycoides_DSM_2048
GCA 0000039251_ASM392v1_protein.faa_BMYO_BG05_95|BG05_95|CDS|T03798
GCA 0000165451_ASM1654v1_protein.faa_PDU_PDUR_08100|PDUR_08100|CDS|T03297
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_BEO_BEH_14345|BEH_14345|CDS|T03983
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_BKW_BkAM31D_15975|BkAM31D_15975|CDS|T04947
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_MSEM_GMB29_01520|GMB29_01520|CDS|T07731
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_VPN_A21D_02585|A21D_02585|CDS|T05261
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_VIG_BKP57_04400|BKP57_04400|CDS|T04596
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_VPT_KBP50_04320|KBP50_04320|CDS|T07430
GCA 0000084251_ASM842v1_protein.faa_AAU42135.1_putative_glucosidase_YugT_Bacillus_licheniformis_DSM_13_=_ATCC_14580
GCA 0000084251_ASM842v1_protein.faa_BLD_BLi03301|BLi03301|CDS|T00200
GCA 0000084251_ASM842v1_protein.faa_BLI_BL02585|BL02585|CDS|T00197
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_PMS_KNP414_03097|KNP414_03097|CDS|T01550
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_PMQ_PM3016_3327|PM3016_3327|CDS|T01757
GCA 0000165451_ASM1654v1_protein.faa/GCA_000022325.1_ASM2232v1_protein.faa_PMW_B2K_17220|B2K_17220|CDS|T02041
GCA 0000223251_ASM2232v1_protein.faa_LPL_lp_0189|lp_0189|CDS|T00115
GCA 0000165451_ASM1654v1_protein.faa_ABP68005.1_alpha_amylase_catalytic_region_containing_protein_Caldicellulosiruptor_saccharolyticus_DSM_8903
GCA 0000223251_ASM2232v1_protein.faa_ACM59317.1_alpha_amylase_catalytic_region_Caldicellulosiruptor_bescii_DSM_6725
GCA 0000206051_ASM2060v1_protein.faa_ACR77404.1_oligo-1_6-glucosidase_Eubacterium_rectale_ATCC_33656
GCA 0000206051_ASM2060v1_protein.faa_ERE_EUBREC_3678|EUBREC_3678|CDS|T00909
GCA 0000206051_ASM2060v1_protein.faa_HHJ_NQ487_26295|NQ487_26295|CDS|T08453
GCA 0000206051_ASM2060v1_protein.faa_LBX_lbkm_1109|lbkm_1109|CDS|T08927
GCA 0000206051_ASM2060v1_protein.faa_HHJ_NQ487_20435|NQ487_20435|CDS|T08453
GCA 0000206051_ASM2060v1_protein.faa_CNN_CNEO_4677|CNEO_4677|CDS|T08280
GCA 0000206051_ASM2060v1_protein.faa_ACR74661.1_oligo-1_6-glucosidase_Eubacterium_rectale_ATCC_33656
GCA 0000206051_ASM2060v1_protein.faa_DLO_K5I24_16005|K5I24_16005|CDS|T08069
GCA 0000206051_ASM2060v1_protein.faa_EVN_NQ558_07115|NQ558_07115|CDS|T08741
GCA 0000160651_ASM1606v1_protein.faa_ABO23755.1_alpha_amylase_catalytic_region_Shewanella_loihica_PV-4
GCA 0000160651_ASM1606v1_protein.faa_SLO_Shew_1889|Shew_1889|CDS|T00489
GCA 0000160651_ASM1606v1_protein.faa_SAEG_K0H80_09605|K0H80_09605|CDS|T09153
GCA 0000136651_ASM1366v1_protein.faa_ABD79865.1_putative_retaining_a-glycosidase_Saccharophagus_degradans_2-40
GCA 0000136651_ASM1366v1_protein.faa_SDE_Sde_0601|Sde_0601|CDS|T00335
GCA 0000172651_ASM1726v1_protein.faa_ACG79548.1_alpha-glucosyltransferase_Phenylobacterium_zucineum_HLK1
GCA 0000172651_ASM1726v1_protein.faa_PZU_PHZ_c3139|PHZ_c3139|CDS|T00750
GCA 0000172651_ASM1726v1_protein.faa_CMB_CSW64_02180|CSW64_02180|CDS|T05166
GCA 0000172651_ASM1726v1_protein.faa_PMOB_HG718_06140|HG718_06140|CDS|T06559
GCA 0000172651_ASM1726v1_protein.faa_PLA_Plav_2954|Plav_2954|CDS|T00580
GCA 0000172651_ASM1726v1_protein.faa_RBS_RHODOSMS8_01178|RHODOSMS8_01178|CDS|T05596
GCA 0000243451_ASM2434v1_protein.faa_ADB33561.1_alpha_amylase_catalytic_region_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_4534|Kfla_4534|CDS|T01155
GCA 0000220851_ASM2208v1_protein.faa_ACL62976.1_alpha_amylase_catalytic_region_plasmid_Methylobacterium_nodulans_ORS_2060
GCA 0000220851_ASM2208v1_protein.faa_MNO_Mnod_7974|Mnod_7974|CDS|T00839
GCA 0000105251_ASM1052v1_protein.faa_BRA_BRADO0511|BRADO0511|CDS|T00516
GCA 0000105251_ASM1052v1_protein.faa_BRO_BRAD285_7742|BRAD285_7742|CDS|T04956
GCA 0000105251_ASM1052v1_protein.faa_AOL_S58_71420|S58_71420|CDS|T02484
GCA 0000105251_ASM1052v1_protein.faa_RPA_RPA4759|RPA4759|CDS|T00153
GCA 0000105251_ASM1052v1_protein.faa_RPC_RPC_4891|RPC_4891|CDS|T00336
GCA 0000105251_ASM1052v1_protein.faa_RPE_RPE_4865|RPE_4865|CDS|T00400
GCA 0000105251_ASM1052v1_protein.faa_BAF90112.1_alpha_amylase_Azorhizobium_caulinodans_ORS_571
GCA 0000105251_ASM1052v1_protein.faa_AZC_AZC_4114|AZC_4114|CDS|T00609
GCA 0000105251_ASM1052v1_protein.faa_ABS_AZOBR_p280055|AZOBR_p280055|CDS|T02152
GCA 0000105251_ASM1052v1_protein.faa_AZT_TSH58p_03290|TSH58p_03290|CDS|T05449
GCA 0000105251_ASM1052v1_protein.faa_APOL_K9D25_02335|K9D25_02335|CDS|T08152
GCA 0000220851_ASM2208v1_protein.faa_MPHY_MCBMB27_01236|MCBMB27_01236|CDS|T04968
GCA 0000220851_ASM2208v1_protein.faa_MRD_Mrad2831_1595|Mrad2831_1595|CDS|T00674
GCA 0000220851_ASM2208v1_protein.faa_METI_DK427_25310|DK427_25310|CDS|T05919
GCA 0000220851_ASM2208v1_protein.faa_ACL60114.1_alpha_amylase_catalytic_region_Methylobacterium_nodulans_ORS_2060
GCA 0000220851_ASM2208v1_protein.faa_MNO_Mnod_5268|Mnod_5268|CDS|T00839
GCA 0000220851_ASM2208v1_protein.faa_MET_M446_3077|M446_3077|CDS|T00679
GCA 0000220851_ASM2208v1_protein.faa_MAQU_Maq22A_1p37225|Maq22A_1p37225|CDS|T04311
GCA 0000220851_ASM2208v1_protein.faa_MIND_mvi_05430|mvi_05430|CDS|T07581
GCA 0000220851_ASM2208v1_protein.faa_MEE_DA075_03755|DA075_03755|CDS|T05184
GCA 0000220851_ASM2208v1_protein.faa_MTEA_DK419_05155|DK419_05155|CDS|T06384
GCA 0000245451_ASM2454v1_protein.faa_ADD42974.1_HAD-superfamily_hydrolase_subfamily_IA_variant_3_Stackebrandtia_nassauensis_DSM_44728
GCA 0000245451_ASM2454v1_protein.faa_SNA_Snas_3307|Snas_3307|CDS|T01194
GCA 0000245451_ASM2454v1_protein.faa_GLY_K3N28_01720|K3N28_01720|CDS|T07425
GCA 0000220251_ASM2202v1_protein.faa_ACL39011.1_alpha_amylase_catalytic_region_Pseudarthrobacter_chlorophenolicus_A6
GCA 0000220251_ASM2202v1_protein.faa_ACH_Achl_1017|Achl_1017|CDS|T00834
GCA 0000245451_ASM2454v1_protein.faa_ADD43352.1_alpha_amylase_catalytic_region_Stackebrandtia_nassauensis_DSM_44728
GCA 0000245451_ASM2454v1_protein.faa_SNA_Snas_3695|Snas_3695|CDS|T01194
GCA 0000247851_ASM2478v1_protein.faa_GAV_C5O27_12905|C5O27_12905|CDS|T05876
GCA 0000247851_ASM2478v1_protein.faa_GOD_GKZ92_14040|GKZ92_14040|CDS|T06305
GCA 0000247851_ASM2478v1_protein.faa_GRU_GCWB2_15225|GCWB2_15225|CDS|T05629
GCA 0000247851_ASM2478v1_protein.faa_GAMI_IHQ52_17925|IHQ52_17925|CDS|T08222
GCA 0000247851_ASM2478v1_protein.faa_GHN_MVF96_09950|MVF96_09950|CDS|T08182
GCA 0000247851_ASM2478v1_protein.faa_GJI_H1R19_09735|H1R19_09735|CDS|T07538
GCA 0000247851_ASM2478v1_protein.faa_GOM_D7316_00540|D7316_00540|CDS|T05722
GCA 0000247851_ASM2478v1_protein.faa_GPO_GPOL_c19250|GPOL_c19250|CDS|T01719
GCA 0000247851_ASM2478v1_protein.faa_GMG_NWF22_20220|NWF22_20220|CDS|T08472
GCA 0000247851_ASM2478v1_protein.faa_ACY21282.1_alpha_amylase_catalytic_region_Gordonia_bronchialis_DSM_43247
GCA 0000247851_ASM2478v1_protein.faa_GBR_Gbro_2030|Gbro_2030|CDS|T01102
GCA 0000220251_ASM2202v1_protein.faa_ACL40711.1_alpha_amylase_catalytic_region_Pseudarthrobacter_chlorophenolicus_A6
GCA 0000220251_ASM2202v1_protein.faa_ACH_Achl_2746|Achl_2746|CDS|T00834
GCA 0000220251_ASM2202v1_protein.faa_PSNI_NIBR502771_10565|NIBR502771_10565|CDS|T06121
GCA 0000220251_ASM2202v1_protein.faa_APN_Asphe3_28760|Asphe3_28760|CDS|T01435
GCA 0000220251_ASM2202v1_protein.faa_ARTH_C3B78_14510|C3B78_14510|CDS|T05450
GCA 0000220251_ASM2202v1_protein.faa_ARQ_BWQ92_16235|BWQ92_16235|CDS|T05056
GCA 0000220251_ASM2202v1_protein.faa_PSEY_GU243_09920|GU243_09920|CDS|T06403
GCA 0000220251_ASM2202v1_protein.faa_PSUL_AU252_16505|AU252_16505|CDS|T04210
GCA 0000220251_ASM2202v1_protein.faa_ACL41559.1_alpha_amylase_catalytic_region_Pseudarthrobacter_chlorophenolicus_A6
GCA 0000220251_ASM2202v1_protein.faa_ACH_Achl_3603|Achl_3603|CDS|T00834
GCA 0000243451_ASM2434v1_protein.faa_ADB31660.1_alpha_amylase_catalytic_region_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_2592|Kfla_2592|CDS|T01155
GCA 0000245451_ASM2454v1_protein.faa_ADD45521.1_alpha_amylase_catalytic_region_Stackebrandtia_nassauensis_DSM_44728
GCA 0000245451_ASM2454v1_protein.faa_SNA_Snas_5893|Snas_5893|CDS|T01194
GCA 0000220251_ASM2202v1_protein.faa_ACL38620.1_alpha_amylase_catalytic_region_Pseudarthrobacter_chlorophenolicus_A6
GCA 0000220251_ASM2202v1_protein.faa_ACH_Achl_0622|Achl_0622|CDS|T00834
GCA 0000243651_ASM2436v1_protein.faa_ACV79632.1_alpha_amylase_catalytic_region_Nakamurella_multipartita_DSM_44233
GCA 0000243651_ASM2436v1_protein.faa_NML_Namu_3302|Namu_3302|CDS|T00991
GCA 0000243651_ASM2436v1_protein.faa_CCHE_NP064_06080|NP064_06080|CDS|T09092
GCA 0000243651_ASM2436v1_protein.faa_CEJ_GC089_07085|GC089_07085|CDS|T06322
GCA 0000243651_ASM2436v1_protein.faa_CELZ_E5225_06575|E5225_06575|CDS|T05988
GCA 0000243651_ASM2436v1_protein.faa_CIRA_LFM56_07155|LFM56_07155|CDS|T07886
GCA 0000243651_ASM2436v1_protein.faa_CFL_Cfla_2176|Cfla_2176|CDS|T01230
GCA 0000243651_ASM2436v1_protein.faa_CWN_NP075_11450|NP075_11450|CDS|T09069
GCA 0000238651_ASM2386v1_protein.faa_ACU96215.1_glycosidase_Saccharomonospora_viridis_DSM_43017
GCA 0000238651_ASM2386v1_protein.faa_SVI_Svir_11590|Svir_11590|CDS|T00980
GCA 0000238651_ASM2386v1_protein.faa_SACC_EYD13_06355|EYD13_06355|CDS|T05928
GCA 0000238651_ASM2386v1_protein.faa_PMAD_BAY61_30295|BAY61_30295|CDS|T04988
GCA 0000238651_ASM2386v1_protein.faa_NAH_F5544_36685|F5544_36685|CDS|T06735
GCA 0000238651_ASM2386v1_protein.faa_SRO_Sros_3342|Sros_3342|CDS|T01137
GCA 0000238651_ASM2386v1_protein.faa_TBI_Tbis_1883|Tbis_1883|CDS|T01236
GCA 0000238651_ASM2386v1_protein.faa_ACTU_Actkin_03711|Actkin_03711|CDS|T08397
GCA 0000238651_ASM2386v1_protein.faa_LED_BBK82_29475|BBK82_29475|CDS|T04448
GCA 0000238651_ASM2386v1_protein.faa_TALX_FOF52_00705|FOF52_00705|CDS|T08159
GCA 0000238651_ASM2386v1_protein.faa_THAO_NI17_001275|NI17_001275|CDS|T08032
GCA 0000243451_ASM2434v1_protein.faa_ADB30374.1_alpha_amylase_catalytic_region_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_1271|Kfla_1271|CDS|T01155
GCA 0000243451_ASM2434v1_protein.faa_ADB30208.1_alpha_amylase_catalytic_region_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_1104|Kfla_1104|CDS|T01155
GCA 0000243651_ASM2436v1_protein.faa_ACV79318.1_alpha_amylase_catalytic_region_Nakamurella_multipartita_DSM_44233
GCA 0000243651_ASM2436v1_protein.faa_NML_Namu_2981|Namu_2981|CDS|T00991
GCA 0000245451_ASM2454v1_protein.faa_ADD44335.1_alpha_amylase_catalytic_region_Stackebrandtia_nassauensis_DSM_44728
GCA 0000245451_ASM2454v1_protein.faa_SNA_Snas_4692|Snas_4692|CDS|T01194
GCA 0000243451_ASM2434v1_protein.faa_ADB33694.1_alpha_amylase_catalytic_region_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_4676|Kfla_4676|CDS|T01155
GCA 0000245451_ASM2454v1_protein.faa_CELH_GXP71_09945|GXP71_09945|CDS|T06411
GCA 0000245451_ASM2454v1_protein.faa_XCE_Xcel_0062|Xcel_0062|CDS|T01135
GCA 0000245451_ASM2454v1_protein.faa_SKE_Sked_27360|Sked_27360|CDS|T01214
GCA 0000245451_ASM2454v1_protein.faa_CCEU_CBR64_02705|CBR64_02705|CDS|T04858
GCA 0000245451_ASM2454v1_protein.faa_CPRT_FIC82_007420|FIC82_007420|CDS|T08736
GCA 0000243651_ASM2436v1_protein.faa_ACV80959.1_alpha_amylase_catalytic_region_Nakamurella_multipartita_DSM_44233
GCA 0000243651_ASM2436v1_protein.faa_NML_Namu_4682|Namu_4682|CDS|T00991
GCA 0000243651_ASM2436v1_protein.faa_NAK_EH165_00485|EH165_00485|CDS|T05729
GCA 0000069252_ASM692v2_protein.faa_ELH_ETEC_0456|ETEC_0456|CDS|T02069
GCA 0000069252_ASM692v2_protein.faa_ELP_P12B_c0415|P12B_c0415|CDS|T02030
GCA 0000069252_ASM692v2_protein.faa_EDJ_ECDH1ME8569_0388|ECDH1ME8569_0388|CDS|T02102
GCA 0000069252_ASM692v2_protein.faa_SFN_SFy_0425|SFy_0425|CDS|T03267
GCA 0000069252_ASM692v2_protein.faa_SFS_SFyv_0460|SFyv_0460|CDS|T03315
GCA 0000069252_ASM692v2_protein.faa_SFV_SFV_0368|SFV_0368|CDS|T00377
GCA 0000069252_ASM692v2_protein.faa_AAN41998.1_maltodextrin_glucosidase_Shigella_flexneri_2a_str._301
GCA 0000069252_ASM692v2_protein.faa_SFE_SFxv_0380|SFxv_0380|CDS|T01883
GCA 0000069252_ASM692v2_protein.faa_SFL_SF0340|SF0340|CDS|T00097
GCA 0000069252_ASM692v2_protein.faa_SFT_NCTC1_00350|NCTC1_00350|CDS|T03751
GCA 0000069252_ASM692v2_protein.faa_SFX_S0348|S0348|CDS|T00128
GCA 0000243451_ASM2434v1_protein.faa_ADB31902.1_Glycosyl_hydrolase_family_98_putative_carbohydrate_binding_module_Kribbella_flavida_DSM_17836
GCA 0000128451_ASM1284v1_protein.faa_ABR45242.1_glycoside_hydrolase_family_13_candidate_alpha-glycosidase_Parabacteroides_distasonis_ATCC_8503
GCA 0000128451_ASM1284v1_protein.faa_PDI_BDI_3541|BDI_3541|CDS|T00549
GCA 0000128451_ASM1284v1_protein.faa_PARC_CI960_00820|CI960_00820|CDS|T05011
GCA 0000128451_ASM1284v1_protein.faa_ARB_A9P82_00655|A9P82_00655|CDS|T04406
GCA 0000128451_ASM1284v1_protein.faa_PGS_CPT03_06780|CPT03_06780|CDS|T05145
GCA 0000243451_ASM2434v1_protein.faa_ADB33100.1_glycoside_hydrolase_family_31_Kribbella_flavida_DSM_17836
GCA 0000243451_ASM2434v1_protein.faa_KFL_Kfla_4051|Kfla_4051|CDS|T01155
GCA 0000243451_ASM2434v1_protein.faa_NGN_LCN96_29640|LCN96_29640|CDS|T07782
GCA 0000243451_ASM2434v1_protein.faa_NOA_BKM31_21895|BKM31_21895|CDS|T04759
GCA 0000243451_ASM2434v1_protein.faa_MBIN_LXM64_10405|LXM64_10405|CDS|T08238
GCA 0000129451_ASM1294v1_protein.faa_ABB11986.1_Alpha-glucosidase_Burkholderia_lata
GCA 0000129451_ASM1294v1_protein.faa_BUR_Bcep18194_B1872|Bcep18194_B1872|CDS|T00286
GCA 0000129451_ASM1294v1_protein.faa_BCON_NL30_06160|NL30_06160|CDS|T03969
GCA 0000129451_ASM1294v1_protein.faa_BMEC_WJ16_24895|WJ16_24895|CDS|T04871
GCA 0000129451_ASM1294v1_protein.faa_BCEP_APZ15_18240|APZ15_18240|CDS|T04772
GCA 0000129451_ASM1294v1_protein.faa_BPYR_ABD05_29700|ABD05_29700|CDS|T03962
GCA 0000129451_ASM1294v1_protein.faa_BURK_DM992_19455|DM992_19455|CDS|T07766
GCA 0000129451_ASM1294v1_protein.faa_BSEM_WJ12_26265|WJ12_26265|CDS|T04851
GCA 0000129451_ASM1294v1_protein.faa_BCEO_I35_5137|I35_5137|CDS|T03804
GCA 0000129451_ASM1294v1_protein.faa_BCED_DM42_3804|DM42_3804|CDS|T03302
GCA 0000129451_ASM1294v1_protein.faa_BCJ_BCAM1288|BCAM1288|CDS|T00771
GCA 0000084251_ASM842v1_protein.faa_FEC_QNH15_13420|QNH15_13420|CDS|T09077
GCA 0000084251_ASM842v1_protein.faa_BMD_BMD_3417|BMD_3417|CDS|T01219
GCA 0000084251_ASM842v1_protein.faa_BMQ_BMQ_3426|BMQ_3426|CDS|T01208
GCA 0000084251_ASM842v1_protein.faa_BMH_BMWSH_1764|BMWSH_1764|CDS|T01890
GCA 0000084251_ASM842v1_protein.faa_MSEM_GMB29_07885|GMB29_07885|CDS|T07731
GCA 0000084251_ASM842v1_protein.faa_BLH_BaLi_c21830|BaLi_c21830|CDS|T02694
GCA 0000084251_ASM842v1_protein.faa_AAU41005.1_alpha-glucosidase_2_Bacillus_licheniformis_DSM_13_=_ATCC_14580
GCA 0000084251_ASM842v1_protein.faa_BLD_BLi02117|BLi02117|CDS|T00200
GCA 0000084251_ASM842v1_protein.faa_BLI_BL00280|BL00280|CDS|T00197
GCA 0000242851_ASM2428v1_protein.faa_CCHL_FPL14_13005|FPL14_13005|CDS|T07708
GCA 0000242851_ASM2428v1_protein.faa_PKA_PQ456_02285|PQ456_02285|CDS|T08956
GCA 0000242851_ASM2428v1_protein.faa_PSWU_SY83_03680|SY83_03680|CDS|T04884
GCA 0000242851_ASM2428v1_protein.faa_PCHI_PC41400_20735|PC41400_20735|CDS|T06610
GCA 0000242851_ASM2428v1_protein.faa_PDY_QJQ58_21585|QJQ58_21585|CDS|T09074
GCA 0000242851_ASM2428v1_protein.faa_BSM_BSM4216_3216|BSM4216_3216|CDS|T03984
GCA 0000242851_ASM2428v1_protein.faa_ACAI_ISX45_01220|ISX45_01220|CDS|T06899
GCA 0000242851_ASM2428v1_protein.faa_BMET_BMMGA3_04350|BMMGA3_04350|CDS|T03209
GCA 0000242851_ASM2428v1_protein.faa_AAD_TC41_3210|TC41_3210|CDS|T01821
GCA 0000242851_ASM2428v1_protein.faa_ACV59872.1_Alpha-glucosidase_Alicyclobacillus_acidocaldarius_subsp._acidocaldarius_DSM_446
GCA 0000242851_ASM2428v1_protein.faa_AAC_Aaci_2868|Aaci_2868|CDS|T00985
GCA 0000206051_ASM2060v1_protein.faa_ACR74291.1_alpha-glucosidase_Eubacterium_rectale_ATCC_33656
GCA 0000206051_ASM2060v1_protein.faa_ERE_EUBREC_0500|EUBREC_0500|CDS|T00909
GCA 0000206051_ASM2060v1_protein.faa_ERA_ERE_24570|ERE_24570|CDS|T02588
GCA 0000206051_ASM2060v1_protein.faa_ERT_EUR_01450|EUR_01450|CDS|T02587
GCA 0000168251_ASM1682v1_protein.faa_LAM_LA2_09990|LA2_09990|CDS|T01371
GCA 0000168251_ASM1682v1_protein.faa_LAY_LAB52_08920|LAB52_08920|CDS|T01954
GCA 0000168251_ASM1682v1_protein.faa_LUU_H4B44_09850|H4B44_09850|CDS|T07197
GCA 0000168251_ASM1682v1_protein.faa_LAF_SD55_1808|SD55_1808|CDS|T03681
GCA 0000168251_ASM1682v1_protein.faa_LKE_WANG_1351|WANG_1351|CDS|T01526
GCA 0000168251_ASM1682v1_protein.faa_LRT_LRI_0935|LRI_0935|CDS|T02701
GCA 0000168251_ASM1682v1_protein.faa_ABQ83277.1_Alpha-glucosidase_Limosilactobacillus_reuteri_subsp._reuteri
GCA 0000168251_ASM1682v1_protein.faa_LRE_Lreu_1017|Lreu_1017|CDS|T00535
GCA 0000168251_ASM1682v1_protein.faa_LRF_LAR_0972|LAR_0972|CDS|T00735
GCA 0000168251_ASM1682v1_protein.faa_LRR_N134_05570|N134_05570|CDS|T02745
GCA 0000168251_ASM1682v1_protein.faa_LRU_HMPREF0538_20045|HMPREF0538_20045|CDS|T01551
GCA 0000136651_ASM1366v1_protein.faa_ABD81759.1_a-glucosidase-like_protein_Saccharophagus_degradans_2-40
GCA 0000136651_ASM1366v1_protein.faa_SDE_Sde_2499|Sde_2499|CDS|T00335
GCA 0000136651_ASM1366v1_protein.faa_PART_PARC_a3749|PARC_a3749|CDS|T05179
GCA 0000136651_ASM1366v1_protein.faa_PDV_FFU37_14480|FFU37_14480|CDS|T08139
GCA 0000136651_ASM1366v1_protein.faa_PALN_B0W48_07100|B0W48_07100|CDS|T04815
GCA 0000136651_ASM1366v1_protein.faa_PDJ_D0907_01405|D0907_01405|CDS|T05890
GCA 0000136651_ASM1366v1_protein.faa_PSHO_KQ246_15320|KQ246_15320|CDS|T08873
GCA 0000136651_ASM1366v1_protein.faa_ABD79854.1_a-glucosidase-like_protein_Saccharophagus_degradans_2-40
GCA 0000136651_ASM1366v1_protein.faa_SDE_Sde_0590|Sde_0590|CDS|T00335
GCA 0000136651_ASM1366v1_protein.faa_THAB_LP316_05590|LP316_05590|CDS|T08426
GCA 0000160651_ASM1606v1_protein.faa_SINV_K8B83_14210|K8B83_14210|CDS|T07895
GCA 0000160651_ASM1606v1_protein.faa_SPSH_FM037_12595|FM037_12595|CDS|T07745
GCA 0000160651_ASM1606v1_protein.faa_SWP_swp_2676|swp_2676|CDS|T00791
GCA 0000160651_ASM1606v1_protein.faa_SMAV_CFF01_09975|CFF01_09975|CDS|T05400
GCA 0000160651_ASM1606v1_protein.faa_SAEG_K0H80_09535|K0H80_09535|CDS|T09153
GCA 0000160651_ASM1606v1_protein.faa_ABO23742.1_alpha-glucosidase_Shewanella_loihica_PV-4
GCA 0000160651_ASM1606v1_protein.faa_SLO_Shew_1876|Shew_1876|CDS|T00489
GCA 0000071451_ASM714v1_protein.faa_XAX_XACM_2581|XACM_2581|CDS|T01616
GCA 0000071451_ASM714v1_protein.faa_XPE_BJD13_03480|BJD13_03480|CDS|T04778
GCA 0000071451_ASM714v1_protein.faa_XCP_XCR_2782|XCR_2782|CDS|T01872
GCA 0000071451_ASM714v1_protein.faa_AAM41744.1_alpha-glucosidase_Xanthomonas_campestris_pv._campestris_str._ATCC_33913
GCA 0000071451_ASM714v1_protein.faa_XCB_XC_1645|XC_1645|CDS|T00247
GCA 0000071451_ASM714v1_protein.faa_XCA_xcc-b100_1699|xcc-b100_1699|CDS|T00759
GCA 0000071451_ASM714v1_protein.faa_XCC_XCC2468|XCC2468|CDS|T00083
GCA 0000071451_ASM714v1_protein.faa_AAM41744.1_AAM42433.1_alpha-glucosidase_Xanthomonas_campestris_pv._campestris_str._ATCC_33913
GCA 0000071451_ASM714v1_protein.faa_XCC_XCC3163|XCC3163|CDS|T00083
GCA 0000071451_ASM714v1_protein.faa_XCA_xcc-b100_1014|xcc-b100_1014|CDS|T00759
GCA 0000071451_ASM714v1_protein.faa_XCB_XC_1002|XC_1002|CDS|T00247
GCA 0000071451_ASM714v1_protein.faa_XCP_XCR_3501|XCR_3501|CDS|T01872
GCA 0000199651_ASM1996v1_protein.faa_CCOT_CCAX7_62910|CCAX7_62910|CDS|T08728
GCA 0000199651_ASM1996v1_protein.faa_ACB76497.1_alpha-glucosidase_putative_Opitutus_terrae_PB90-1
GCA 0000199651_ASM1996v1_protein.faa_OTE_Oter_3217|Oter_3217|CDS|T00689
GCA 0000128451_ASM1284v1_protein.faa_ABR44835.1_glycoside_hydrolase_family_97_Parabacteroides_distasonis_ATCC_8503
GCA 0000128451_ASM1284v1_protein.faa_PDI_BDI_3129|BDI_3129|CDS|T00549
GCA 0000128451_ASM1284v1_protein.faa_PARC_CI960_20635|CI960_20635|CDS|T05011
GCA 0000128451_ASM1284v1_protein.faa_ABR44588.1_glycoside_hydrolase_family_97_Parabacteroides_distasonis_ATCC_8503
GCA 0000128451_ASM1284v1_protein.faa_PDI_BDI_2880|BDI_2880|CDS|T00549
GCA 0000199651_ASM1996v1_protein.faa_ACB73460.1_putative_alpha-glucosidase_Opitutus_terrae_PB90-1
GCA 0000199651_ASM1996v1_protein.faa_OTE_Oter_0169|Oter_0169|CDS|T00689
GCA 0000199651_ASM1996v1_protein.faa_OBG_Verru16b_00267|Verru16b_00267|CDS|T04567
GCA 0000128451_ASM1284v1_protein.faa_ABR42311.1_glycoside_hydrolase_family_97_Parabacteroides_distasonis_ATCC_8503
GCA 0000128451_ASM1284v1_protein.faa_PDI_BDI_0535|BDI_0535|CDS|T00549
GCA 0000128451_ASM1284v1_protein.faa_PARC_CI960_12325|CI960_12325|CDS|T05011
GCA 0000128451_ASM1284v1_protein.faa_PGOL_K6V26_06305|K6V26_06305|CDS|T07780
GCA 0000160651_ASM1606v1_protein.faa_ABO24164.1_putative_alpha-glucosidase_Shewanella_loihica_PV-4
GCA 0000160651_ASM1606v1_protein.faa_SLO_Shew_2298|Shew_2298|CDS|T00489
GCA 0000160651_ASM1606v1_protein.faa_SAEG_K0H80_11720|K0H80_11720|CDS|T09153
GCA 0000136651_ASM1366v1_protein.faa_ABD81620.1_a-glucosidase-like_protein_Saccharophagus_degradans_2-40
GCA 0000136651_ASM1366v1_protein.faa_SDE_Sde_2360|Sde_2360|CDS|T00335
GCA 0000199651_ASM1996v1_protein.faa_MBAS_ALGA_0400|ALGA_0400|CDS|T05376
GCA 0000199651_ASM1996v1_protein.faa_MRO_MROS_1490|MROS_1490|CDS|T02176


