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Cut2 Thermobifida_fusca_NRRL_B-8184

Tfu 0883_Thermobifida_fusca_YX

BTA-1 Thermobifida_fusca_DSM43793

Tha Cut1_Thermobifida_alba_DSM43185

Thc Cut1_Thermobifida_cellulosilytica_DSM44535

TfAXE Thermobifida_fusca_NTU22

TfCut2 Thermobifida_fusca_KW3

Thf42 Cut1_Thermobifida_fusca_DSM44342

TfCut1 Thermobifida_fusca_KW3

BTA-2 Thermobifida_fusca_DSM43793

Thc Cut2_Thermobifida_cellulosilytica_DSM44535

Cut1 Thermobifida_fusca_NRRL_B-8184

Tfu 0882_Thermobifida_fusca_YX

Est1 Thermobifida_alba_AHK119

Est119 Thermobifida_alba_AHK119

Thh Est_Thermobifida_halotolerans_DSM44931

Cut190 Saccharomonospora_viridis_Cut190

Tcur0390 Thermomonospora_curvata_DSM_43183

Tcur1278 Thermomonospora_curvata_DSM_43183

LCC Metagenome_from_leaf-branch_compost

PETase Ideonella_sakaiensis_strain_201-F6


