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bacterium clone_OTU_499_MN7833941

Candidatus Nitrospira_inopinata

Nitrospira spRBC_LR723640.1

Nitrospira sp_clone_ZSCMX_amoA12_ON551360.1

Nitrospira spclone_OTU23_MT196137.1

Nitrospira sp_clone_OTU4_MK290908.1

Nitrospira sp_clone_OTU14_MK290918.1

Nitrospira spclone_OTU5_MW461084.1

Nitrospira sp_clone_OTU33_MK290937.1

Nitrospira sp_clone_OTU67_MK290971.1

Nitrospira spclone_comx-cladeA-OTU6_MW343036.1

Nitrospira spclone_OTU10_MG387165.1

bacterium clone_comammox-29_MZ6143161

Nitrospira sp_clone_OTU23_MK290927.1

Nitrospira spclone_OTU40_MK290944.1

CMX amoA-OTU2

bacterium clone_com_B_1_MN6234921

bacterium clone_coma_clade_B_amoA_1_MH4593701

Nitrospira sp_clone_162F/384ROTU706_MT409069.1

bacterium clone_12_MF0732131

bacterium COM_OTU790_MW3682091

bootstrap
<=0

0.1~0.8

0.9~1

swap/flip

Name:INT6
Branch length:0
Branch length to root:0.38602056
Distance to root:5
Leaf descendents:2


