
XP 0064385351_transcription_factor_BHLH089_isoform_X1_Citrus_clementina
XP 0240421431_transcription_factor_BHLH089_isoform_X2_Citrus_clementina

KAH97736111 transcription_factor_BHLH089_Citrus_sinensis

KAH97736131 transcription_factor_BHLH089_Citrus_sinensis

KAJ47112221 Transcription_factor_Melia_azedarach

KAJ47112231 Transcription_factor_Melia_azedarach

XP 0444904031_transcription_factor_BHLH089-like_isoform_X2_Mangifera_indica

XP 0444904021_transcription_factor_BHLH089-like_isoform_X1_Mangifera_indica

XP 0312596691_transcription_factor_BHLH089-like_Pistacia_vera

XP 0312778101_transcription_factor_BHLH089-like_Pistacia_vera

XP 0444808731_transcription_factor_BHLH089-like_M
angifera_indica

XP 0444807171_transcription_factor_BH
LH

089-like_M
angifera_indica

XP 0388841671_transcription_factor_BH
LH

089-like_Benincasa_hispida

X
P

 0084647871_transcription_factor_B
H

LH
089_C

ucum
is_m

elo

X
P

 0041467561_transcription_factor_B
H

LH
089_C

ucum
is_sativus

X
P

 0219086221_transcription_factor_B
H

LH
089_isoform

_X
1_C

arica_papaya

X
P

 0219086231_transcription_factor_B
H

LH
089_isoform

_X
2_C

arica_papaya

X
P

 0227255721_transcription_factor_B
H

LH
089-like_isoform

_X
1_D

urio_zibethinus

X
P

 0227759991_transcription_factor_B
H

LH
089-like_D

urio_zibethinus

W
C

J2
17

57
1 

ba
si

c 
he

lix
-lo

op
-h

el
ix

 (
bH

LH
) 

D
N

A
-b

in
di

ng
 s

up
er

fa
m

ily
 p

ro
te

in
 E

up
ho

rb
ia

 p
ep

lu
s

E
E

F
42

23
21

 D
N

A
_b

in
di

ng
_p

ro
te

in
_p

ut
at

iv
e_

R
ic

in
us

_c
om

m
un

is

X
P

 0
02

52
01

77
2_

tr
an

sc
rip

tio
n_

fa
ct

or
_B

H
LH

08
9_

is
of

or
m

_X
1_

R
ic

in
us

_c
om

m
un

is

X
P

 0
15

57
53

16
2_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

H
LH

08
9_

is
of

or
m

_X
2_

R
ic

in
us

_c
om

m
un

is

X
P

 0
15

57
53

17
1_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

H
LH

08
9_

is
of

or
m

_X
3_

R
ic

in
us

_c
om

m
un

is

X
P

 0
12

09
19

89
1_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

H
LH

09
4_

Ja
tro

ph
a_

cu
rc

as

XP
 0

21
68

92
64

1_
tra

ns
cr

ip
tio

n_
fa

ct
or

_B
H

LH
08

9-
lik

e_
H

ev
ea

_b
ra

si
lie

ns
is

XP
 0

21
61

66
39

1_
tra

ns
cr

ip
tio

n_
fa

ct
or

_B
H

LH
08

9_
M

an
ih

ot
_e

sc
ul

en
ta

XP 0
21

65
22

53
1_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

HLH
08

9-
lik

e_
iso

fo
rm

_X
3_

Hev
ea

_b
ra

sil
ie

ns
is

PON53
72

71
 B

as
ic_

he
lix

-lo
op

-h
eli

x_
tra

ns
cr

ipt
ion

_fa
cto

r_
Tre

ma_
or

ien
ta

le

PON674431 B
asic

_helix
-lo

op-helix
_tra

nsc
rip

tio
n_facto

r_Parasp
onia_anderso

nii

XP 0240225841_tra
nscr

iptio
n_facto

r_BHLH089_Morus_
notabilis

XP 0483190781_transcription_factor_BHLH089-lik
e_Ziziphus_jujuba_var._spinosa

XP 0309563371_transcription_factor_BHLH089_isoform_X1_Quercus_lobata

XP 0238956151_transcription_factor_BHLH089-like_isoform_X1_Quercus_suber

XP 0502769321_transcription_factor_BHLH089_isoform_X1_Quercus_robur

XP 0503733121_transcription_factor_BHLH089_isoform_X2_Potentilla_anserina

XP 0503733111_transcription_factor_BHLH089_isoform_X1_Potentilla_anserina
XP 0241975321_transcription_factor_BHLH089_isoform_X3_Rosa_chinensis

XP 0241975301_transcription_factor_BHLH089_isoform_X2_Rosa_chinensis

XP 0342191951_transcription_factor_BHLH089_Prunus_dulcis

XP 0072233441_transcription_factor_bHLH79_Prunus_persica

XP 0218330591_transcription_factor_BHLH089_Prunus_avium

XP 0093604252_transcription_factor_BHLH089_Pyrus_x_bretschneideri

KAB26246291 transcription_factor_bHLH79_Pyrus_ussuriensis_x_Pyrus_communis

XP 0083895581_transcription_factor_BHLH089-like_Malus_domestica

XP 0083399602_transcription_factor_BHLH089-like_Malus_domestica

QCY411911 basic_helix-loop-helix_transcription_factor_1_Rhaphiolepis_bibas

XP 0484249761_transcription_factor_BHLH089-like_Pyrus_x_bretschneideri

XP 0484406811_transcription_factor_BH
LH

094-like_Pyrus_x_bretschneideri

XP 0022727761 PR
ED

IC
TED

: transcription factor bH
LH

79 Vitis vinifera

X
P

 0346993401_transcription_factor_B
H

LH
089_V

itis_riparia

C
B

I320563 unnam
ed_protein_product_partial_V

itis_vinifera

X
P

 0429491521_transcription_factor_bH
LH

79_C
arya_illinoinensis

K
A

F
52039831 Transcription_factor_T

halictrum
_thalictroides

K
A

F
83903201 hypothetical_protein_H

H
K

36_024845_Tetracentron_sinense
K

A
J49727401 hypothetical_protein_N

E
237_005914_P

rotea_cynaroides

X
P

 0
43

70
78

46
1_

tr
an

sc
rip

tio
n_

fa
ct

or
_B

H
LH

09
4-

lik
e_

is
of

or
m

_X
1_

Te
lo

pe
a_

sp
ec

io
si

ss
im

a
X

P
 0

43
70

78
47

1_
tr

an
sc

rip
tio

n_
fa

ct
or

_B
H

LH
09

4-
lik

e_
is

of
or

m
_X

2_
Te

lo
pe

a_
sp

ec
io

si
ss

im
a

X
P

 0
42

49
67

87
1_

tr
an

sc
rip

tio
n_

fa
ct

or
_B

H
LH

08
9-

lik
e_

is
of

or
m

_X
2_

M
ac

ad
am

ia
_i

nt
eg

rif
ol

ia

X
P

 0
42

49
67

86
1_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

H
LH

08
9-

lik
e_

is
of

or
m

_X
1_

M
ac

ad
am

ia
_i

nt
eg

rif
ol

ia

G
AV

81
65

81
 H

LH
_d

om
ai

n-
co

nt
ai

ni
ng

_p
ro

te
in

_C
ep

ha
lo

tu
s_

fo
lli

cu
la

ris

AO
Y

34
42

31
 tr

an
sc

rip
tio

n_
fa

ct
or

_B
H

LH
05

2_
pa

rt
ia

l_
Va

cc
in

iu
m

_c
or

ym
bo

su
m

XP
 0

28
08

23
99

1_
tra

ns
cr

ip
tio

n_
fa

ct
or

_B
H

LH
09

4-
lik

e_
is

of
or

m
_X

1_
C

am
el

lia
_s

in
en

si
s

KA
I7

99
60

16
1 

Tr
an

sc
rip

tio
n_

fa
ct

or
_B

H
LH

09
4_

C
am

el
lia

_l
an

ce
ol

eo
sa

XP 0
52

18
65

21
1_

tra
ns

cr
ip

tio
n_

fa
ct

or
_B

HLH
08

9-
lik

e_
iso

fo
rm

_X
2_

Dio
sp

yr
os

_l
ot

us

XP 0
52

18
65

22
1_

tra
ns

cr
ipt

ion
_fa

cto
r_

BHLH
08

9-
lik

e_
iso

for
m

_X
3_

Dios
py

ro
s_

lot
us

W
P 2726715001 M

ULT
IS

PECIE
S: b

asic
 helix

-lo
op-helix

 domain-co
ntaining protein uncla

ss
ifie

d P
rovid

encia

KAI80217691 Tr
anscr

iptio
n_facto

r_BPE_Camellia
_lance

oleosa

XP 0280857131_transcription_factor_BHLH089-lik
e_Camellia

_sinensis

XP 0521737131_transcription_factor_BHLH094-like_isoform_X2_Diospyros_lotus

XP 0521737121_transcription_factor_BHLH094-like_isoform_X1_Diospyros_lotus

XP 0521737141_transcription_factor_BHLH094-like_isoform_X3_Diospyros_lotus


