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WP 2806713541 SDR family NAD(P)-d
ependent oxidoreductase Kitasatospora sp. M

AP12-44

WP 1642674041 SDR family NAD(P)-dependent oxidoreductase Streptomyces sp. SID10853

GAA25572901 SDR family NAD(P)-dependent oxidoreductase Streptomyces levis

WP 1644187691 SDR family NAD(P)-dependent oxidoreductase Streptomyces sp. SID12488

ANW217921 short-chain_dehydrogenase_Streptomyces_clavuligerus

WP 2308641791 SDR family NAD(P)-dependent oxidoreductase Streptomyces clavuligerus

WP 2314061141 SDR family NAD(P)-dependent oxidoreductase Streptomyces clavuligerus

WP 1140224111 SDR family NAD(P)-dependent oxidoreductase Streptomyces diacarni
WP 2427563911 SDR family NAD(P)-dependent oxidoreductase Streptomyces tubbatahanensis

GAA26388391 SDR family NAD(P)-dependent oxidoreductase Streptomyces axinellae

WP 1271537671 SDR family NAD(P)-dependent oxidoreductase Streptomyces lydicus

WP 2643347781 SDR family NAD(P)-dependent oxidoreductase Streptomyces sp. RS2

WP 2725884341 SDR family NAD(P)-dependent oxidoreductase Streptomyces sp. M92

WP 1415717641 SDR family NAD(P)-dependent oxidoreductase Streptomyces ipomoeae

WP 1191023251 SDR family NAD(P)-dependent oxidoreductase Streptomyces sporangiiformans

WP 1380435491 SDR family NAD(P)-dependent oxidoreductase Streptomyces montanus

HEV30868861 SDR family NAD(P)-dependent oxidoreductase Candidatus Elarobacter sp.

WP 0111358051 SDR family NAD(P)-dependent oxidoreductase Chromobacterium violaceum

WP 0815426531 SDR family NAD(P)-dependent oxidoreductase Chromobacterium violaceum

WP 0994269871 SDR family NAD(P)-dependent oxidoreductase Chromobacterium violaceum
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P 2307236741 SDR family NAD(P)-dependent oxidoreductase Chromobacterium violaceum
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P 0876981931 SDR family NAD(P)-dependent oxidoreductase Chromobacterium violaceum
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HSP987391 SDR family NAD(P)-d
ependent oxidoreductase Candidatus Dorm

iibacterota bacterium

MDX21708601 SDR family NAD(P)-dependent oxidoreductase Deltaproteobacteria bacterium

HUI248021 SDR family NAD(P)-dependent oxidoreductase Candidatus Kryptonia bacterium

HVN874151 SDR family NAD(P)-dependent oxidoreductase Candidatus Binatia bacterium

HVO220551 SDR family NAD(P)-dependent oxidoreductase Candidatus Margulisiibacteriota bacterium

MBI45160741 SDR_family_oxidoreductase_Deltaproteobacteria_bacterium


