—— AEY800251:1-364 xylitol dehydrogenase Candida tropicalis
0:992XP 0025463181:1-364 D-xylulose reductase Candida tropicalis MYA-3404

0.988— ABG494591:1-364 xylitol dehydrogenase Candida tropicalis

0.748 ABA397951:1-364 xylitol dehydrogenase Candida tropicalis

EMG491751:1-364 xylitol dehydrogenase Candida maltosa Xu316

XP 0024225391:1-364 xylitol dehydrogenase putative Candida dubliniensis CD36
ACI010791:1-364 xylitol dehydrogenase Scheffersomyces shehatae
XP 0492641101:1-363 uncharacterized protein JBA68 002627 Candida subhashii

0.99

0.9(

-]

XP 0073732661:1-363 xylitol dehydrogenase Spathaspora passalidarum NRRL Y-27907

0846 R|Vv897681:1-363 D-xylulose reductase xyl2.2 Spathaspora sp. JAL
EasAN6592821:1-363 xylitol dehydrogenase Spathaspora girioi

0.72

6

XP 0491827301:1-365 XYL2 Candida oxycetoniae
— XP 0288899382:1-362 D-xylulose reductase Candida auris
EzaPSK762311:1-362 D-xylulose reductase Candida auris

0.992

KND964771:1-362 xylitol dehydrogenase Candida auris
QRG361411:1-362 D-xylulose reductase Candida auris

o XP 0015234101:1-362 D-xylulose reductase Lodderomyces elongisporus NRRL YB-4239

— XP 4569382:1-363 DEHA2A13992p Debaryomyces hansenii CBS767

0.856

L XP 0154670061:1-363 D-xylulose reductase Debaryomyces fabryi
XP 0013869821:1-363 D-xylulose reductase (Xylitol dehydrogenase) (XDH) Scheffersomyces stif

0852 R|Vv918781:1-363 D-xylulose reductase xyl2.1 Spathaspora sp. JAL
o ANG592891:1-363 xylitol dehydrogenase Spathaspora girioi

GEQ708771:1-362 hypothetical protein JCM33374 g4557 Metschnikowia sp. JCM 33374
— QBM869671:1-362 D-xylulose reductase Metschnikowia aff. pulcherrima

—— KAJ81422551:1-362 hypothetical protein OY671 004588 Metschnikowia pulcherrima

0.686

XP 0187105551:1-362 GroES-like protein Metschnikowia bicuspidata var. bicuspidata NRRL YB-4

XP 0066891111:1-362 xylitol dehydrogenase Yamadazyma tenuis ATCC 10573
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