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Spirachtha mirabilis_FG23-28G1-A
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Termitozyras sp_FG23-43A3-C

Meotica sp_1_CZAB_100A

Athetini sp_OKI21-33C

Athetini sp_OKI21-33B_E
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Termitohospes sp_FG23-45B3-A
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Sinophilus yukoae_KT1077-5
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