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KFPhyla
p__Actinobacteriota

p__Bacteroidota

p__Cyanobacteria

p__Desulfobacterota

p__Firmicutes

p__Fusobacteriota

p__Proteobacteria

p__Synergistota

p__Verrucomicrobiota

0.1

297-SGH032-withoutSpikes
p__Actinobacteriota8.68
p__Bacteroidota11.66
p__Cyanobacteria0
p__Desulfobacterota0.01
p__Firmicutes72.83
p__Fusobacteriota0
p__Proteobacteria6.83
p__Synergistota0
p__Verrucomicrobiota0


