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Ae uniaristata (N) IPE-AE680

Ae comosa (M) IPK-AE783

Ae comosa (M) PI551049

Ae markgrafii (C) EKC105_RL5723

Ae umbellulata (U) IPK-AE740

Ae umbellulata (U) TA1851

T aestivum(D) CS

Ae tauschii(D) AL8/78

Ae searsii (Ss) TE01

Ae bicornis (Sb) TB01

Ae sharonensis (Ssh) TH02

Ae sharonensis (Ssh) AS 1644

Ae longissima (Sl) TL05

Ae longissima (Sl)AEG-6782-2

T monococcum (Am) TA299

T monococcum (Am) TA10622

T urartu (Tu) G1812

T timopheevii (A) PI94760

T turgidum (A) Zavitan

T aestivum (A) CS

T turgidum (B) Zavitan

T aestivum (B) CS

T timopheevii (G) PI94760

Ae speltoides (S) Y2032

Ae speltoides (S) TS01

Ae speltoides (S) AEG-9674-1

H vulgare (H) Morex


