KAJ02852291 COL940 003646 Colletotrichum_noveboracense
KAJ03851811 COL922a 006851 Colletotrichum_nupharicola

XP 0452677681 O-methyltransferase_asqN_Colletotrichum_gloeosporioides
EQB475641 CGLO_13273_Colletotrichum_gloeosporioides Cg-14
KAI82743761 O-methyltransferase_asqN_Colletotrichum_sp. SAR_10 98
KAI82406781 O-methyltransferase_asqN_Colletotrichum_sp. SAR_10 96
KAF48770051 O-methyltransferase _asgN_ Colletotrichum_siamense
KAF48248061 O-methyltransferase _asgN_ Colletotrichum_siamense

XP 0365024731 O-methyltransferase_asqN_Colletotrichum_siamense
XP 0318793101 O-methyltransferase Colletotrichum_fructicola
KAI82882761 O-methyltransferase Colletotrichum_sp. SAR11 57

——— XP 0530316981 COL26b 011691 Colletotrichum_chrysophilum

KAI81662841 O-methyltransferase Colletotrichum_sp. SAR_ 10 71
KAI82373011 O-methyltransferase _asqN_Colletotrichum_sp. SAR_10 86
— GJCB803001 O-methyltransferase asqN_Colletotrichum_liriopes

—I_E KAJ39621961 NOV92 001119 Colletotrichum_tropicale

GKT837151 O-methyltransferase family protein_Colletotrichum_tofieldiae
GKT759971 O-methyltransferase family protein_Colletotrichum_tofieldiae
XP 0077021811 COCSADRAFT_182975 Bipolaris_sorokiniana_ND90Pr
KAF58441761 GGP41 002272 Bipolaris_sorokiniana
KAI16760241 O-methyltransferase family protein_Pyrenophora _tritici-repentis
XP 0077186351 COCCADRAFT 112680 Bipolaris_zeicola 26-R-13

—— KJZ777131 HIM_02890 Hirsutella_minnesotensis 3608

~|_E KZL755251 O-methyltransferase family protein_Colletotrichum_tofieldiae

CAHO00453661 Clonostachys_solani

KFY573361 V496 06453 Pseudogymnoascus sp. VKM F-4515 (FW-2607)
KFY801371 V499 00973 Pseudogymnoascus_sp. VKM_F-103
OBT545031 VEO4 06730 _Pseudogymnoascus_sp. 24MN13
AOA1B2CTC11 penK_Penicillium_thymicola

XP 6824921 asgN_Aspergillus_nidulans FGSC_A4

KAF98889061 FE257 008276 _Aspergillus_nanangensis

KAI93750241 O-methyltransferase family protein_Aspergillus_egyptiacus

_I: XP 0459504141 LDX57 012685 Aspergillus_melleus

XP 0529573811 KD926 005478 Aspergillus_affinis
PYI1187741 O-methyltransferase_family protein_Aspergillus_violaceofuscus CBS 115571
XP 0255279321 O-methyltransferase family protein_Aspergillus_japonicus_ CBS 114.51
XP 0254922821 O-methyltransferase family protein_Aspergillus _uvarum_ CBS 121591
PYI274761 O-methyltransferase_family protein_Aspergillus_indologenus CBS 114.80
XP 0223935081 O-methyltransferase family protein_Aspergillus _bombycis
KAEB3780891 O-methyltransferase-domain-containing_protein_Aspergillus_bertholletiae
AOA4P8WAD31 PyiA Pyricularia_grisea NI980
XP 0309795161 PgNI 10617 Pyricularia_grisea NI907
KAI63540101 MCOR25 008794 Pyricularia_grisea_D1/s49
XP 0309815291 PgNI 07977 Pyricularia_grisea NI907
TLD186101 hypothetical protein PspLS 10351 Pyricularia_sp. CBS 133598
XP 0297527531 PpBr36_02209_ Pyricularia_pennisetigena
XP 0037156831 uncharacterized_protein. MGG_08377_Pyricularia_oryzae 70-15
ELQ333051 OOU_Y34scaffold00974g1 partial_Pyricularia_oryzae Y34
KAH88400511 O-methyltransferase_omel_ Pyricularia_oryzae K23/123
KAI63855261 O-methyltransferase_omel Pyricularia_oryzae D15/s6
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