
0.067

0.053

0.047

0.041

0.312

0.225

0.116

0.315

0.293

0.021

0.002

0.032

0.069

0.064

0.016

0.001

0.003

0.031

0.274

0.991

0.002

0.002

0.2

0.01

0.052

0.067

0.118

0.847

0.042

0

0.005

0.109

0.148

0.536

0.113

0

0

0.007

0.003

0.089

0.061

0.761

0.248

0.073

0.237

0.099

0.037

0.403

0.995

0.308

0.959

0.382

0.951

0.268

0.377

0.602

0.2

0.441

0.977

0.841

0.79

0.003

0.666

0.25

0.005

0.037

0.32

0.255

0.439

0.248

0.06

0.312

0.93

0.276

0

0.99

0.853

0.961

0.789

0.004

0.322

0.013

0.16

0.854

0.965

0.202

0.894

0.668

0.523

0.469

0.46

0.716

0.996

0.033

0.994

0.823

0.917

0.945

0.535

0.947

0.99

0.443

0.961

0.48

0.647

0.407

0.832

0.891

0.784

0.999

0.951

0.795

0.999

1

0.697

0.874

0.998

0.23

0.325

0.87

0.952

0.298

0.948

0.874

1

0.348

0.877

0.999

0.975

0.368

0.99

0.756

0.499

0.014

0.427

0.943

0.53

0.987

0.15

0.997

0.888

0.913

0.543

0.178

0.911

0.707

0.4

0.47

0.995

0.277

0.695

1

0.413

0.998

0.684

0.946

0.989

0.628

0.425

0.187

0.695

0.141

0.143

0.667

0.114

0.211

0.971

0.996

0.43

0.873

0.531

0.206

0.998

0.35

0.114

0.43

0.335

0.93

0.052

0.223

0.969

0.613

1

0.998

0.613

0.477

0.95

0.286

0.57

0.583

0.966

0.876

0.292

0.979

0.232

0.467

0.641

0.368

0.373

0.797

0.953

1

0.089

0.412

0.351

0.522

0.789

0.721

0.513

0.999

0.305

0.16

0.393

0.922

0.995

0.582

0.994

0.17

0.572

0.999

0.363

0.664

0.54

0.994

0.446

0.644

0.993

0.875

0.943

0.154

0.437

0.617

0.54

0.346

0.376

0.993

0.897

0.566

1

0.516

0.791

0.926

0.645

0.051

0.26

0.199

0.32

0.357

0.1

0.802

0.947

1

0.62

0.147

0.984

0.389

0.126

0.098

0.07

0.415

0.313

0.569

0.53

0.531

0.635

0.892

0.642

0.223

0.564

0.999

0.525

0.22

0.907

0.906

0.933

0.998

0.35

0.948

0.987

0.665

0.58

0.704

0.671

0.475

0.737

0.453

0.194

0.889

0.789

0.425

0.494

0.961

0.978

0.446

0.901

0.971

0.697

0.218

0.192

0.958

0.704

0.411

0.32

0.818

0.057

0.988

0.595

0.96

0.266

0.317

0.589

0.982

0.56

0.352

0.201

0.164

0.41

0.962

0.556

1

0.073

0.135

0.423

0.974

0.535

0.978

0.657

0.996

0.13

0.393

0.13

0.299

0.362

0.671

0.505

0.109

0.21

0.224

0.244

1

0.228

0.993

0.106

0.956

1

0.229

0.54

0.182

0.118

0.334

0.26

0.459

0.98

0.128

0.124

0.08

0.638

0.678

0.982

0.815

0.7

0.994

0.983

0.977

0.848

0.743

0.449

0.555

0.372

0.01

0.028

0.285

0.608

0.849

0.009

0.03

0.023

0.363

0.382

0.565

0.997

0.42

0.12

0.172

0.884

0.997

0.361

0.384

0.259

0.873

1

0.594

0.99

0.837

0.975

0.953

0.999

0.098

0.995

0.277

0.348

0.584

0.864

0.715

0.99

0.965

0.967

0.907

0.771

0.979

0.948

0.09

0.059

0.158

0.238

0.184

0.262

0.259

0.443

0.335

0.577

0.87

0.699

0.152

0.226

0.462

0.973

0.531

0.988

0.254

0.652

0.514

0.349

0.33

0.848

0.166

0.288

0.702

0.01

0.251

1

0.985

0.638

0.985

0.348

0.098

0.924

0.997

0.29

0.605

0.648

0.381

0.999

0.997

0.313

0.976

0.995

0.295

0.323

0.074

0.182

0.587

1

0.338

0.999

0.109

0.996

0.142

0.98

0.38

0.178

0.997

0.715

0.428

0.997

0.724

0.997

0.997

0.104

0.74

0.667

0.025

0.841

0.938

0.023

0.115

0.01

0.021

0.042

A0A2G9GI80 9LAMI
A0A2G9GKM4 9LAMI
A0A2G9G014 9LAMI
A0A2G9HDR6 9LAMI
A0A2G9FZI9 9LAMI
A0A2G9GII8 9LAMI
A0A2G9GI94 9LAMI
A0A2G9GKS5 9LAMI
A0A2G9G1Y5 9LAMI
A0A2G9FZI2 9LAMI
A0A2G9GJ00 9LAMI
A0A2G9HHQ3 9LAMI
A0A2G9HLX2 9LAMI
A0A2G9HHC7 9LAMI
A0A2G9HHE2 9LAMI
A0A2G9HHC6 9LAMI
A0A2G9GKX1 9LAMI
A0A2G9HHH8 9LAMI
A0A2G9GKQ4 9LAMI
A0A2G9HLV2 9LAMI
A0A2G9GKT0 9LAMI
A0A2G9GI79 9LAMI
A0A2G9FZK5 9LAMI
A0A2G9HHI2 9LAMI
A0A2G9HM43 9LAMI
A0A2G9FYE4 9LAMI
A0A2G9HDP6 9LAMI
A0A2G9GKM6 9LAMI
A0A2G9GIA2 9LAMI
A0A2G9FZI7 9LAMI
ABC867471 pathogenesis-related_protein_10_Vitis_pseudoreticulata
ABD785541 pathogenesis-related_protein_10.1_Vitis_pseudoreticulata
ABD785561 pathogenesis-related_protein_10.2_Vitis_pseudoreticulata
Q4VPL0 MALDO
A0AUC8 MALDO
A0A498HPU8 MALDO
Q9S7M5 MALDO
A0A498HK90 MALDO
Q4VPJ3 MALDO
Q4VPH9 MALDO
A0A498I8U2 MALDO
A0A498IAJ2 MALDO
A0A498HS14 MALDO
A0A498HR79 MALDO
A0A498HKE2 MALDO
A0A2P5S678 GOSBA
A0A2P5S680 GOSBA
A0A2P5S689 GOSBA
A0A2P5S6B3 GOSBA
A0A2P5S6C3 GOSBA
A0A2P5S692 GOSBA
A0A2P5R2P5 GOSBA
A0A2P5S682 GOSBA
A0A2P5S666 GOSBA
A0A2P5S652 GOSBA
A0A2P5S6A9 GOSBA
A0A2P5R2N2 GOSBA
A0A2P5R2S3 GOSBA
G8DRW1 GOSBA
A0A2P5S662 GOSBA
A0A2P5S698 GOSBA
A0A2P5S677 GOSBA
A0A2P5R2R1 GOSBA
A0A067JVF5 JATCU
A0A067KMC3 JATCU
A0A067KVI0 JATCU
A0A067KWR0 JATCU
A0A067KJH8 JATCU
A0A067KJ72 JATCU
A0A067K6H6 JATCU
A0A067LE25 JATCU
A0A067KJI2 JATCU
A0A067L1J2 JATCU
A0A067KWQ7 JATCU
D2D960 JATCU
A0A067JUB1 JATCU
A0A067K5D6 JATCU
A0A2G9GSX6 9LAMI
A0A2P5QBY8 GOSBA
A0A2P5QD95 GOSBA
A0A2P5QD60 GOSBA
A0A2P5QBY5 GOSBA
AAP765041 pathogenesis-related_protein_10_Gossypium_barbadense
A0A2P5QD55 GOSBA
A0A2P5QD59 GOSBA
A0A2P5Q2T8 GOSBA
B9VRH3 GOSBA
A0A2P5RSR8 GOSBA
A0A2P5RSN3 GOSBA
A0A2P5RSM9 GOSBA
I1MGJ7 SOYBN
I1MGJ9 SOYBN
I1MRM5 SOYBN
I1MGJ5 SOYBN
ADC317891 pathogenesis-related_protein_10_Glycine_max
A0A0R0G0V6 SOYBN
A0A0R0G0V7 SOYBN
I1MGJ6 SOYBN
C6SWY6 SOYBN
C6T3L5 SOYBN
Q43453 SOYBN
C6TFW4 SOYBN
C6T588 SOYBN
K7L3M0 SOYBN
C6T3A2 SOYBN
SAM22 SOYBN
I1KMV0 SOYBN
A0A067KG06 JATCU
A0A067KSA9 JATCU
A0A067KGB2 JATCU
AEV541141 pathogenesis-related_protein_10a_Jatropha_curcas
A0A067JV66 JATCU
A0A067JYJ9 JATCU
A0A067JVF0 JATCU
A0A067LA18 JATCU
A0A067JV70 JATCU
A0A067KXQ8 JATCU
A0A067JSJ8 JATCU
A0A067LAV0 JATCU
A0A067JSS3 JATCU
A0A067JYK4 JATCU
Pg S13474
Pg S408319
Pg S45109
Pg S61837
Pg S408322
Pg S61838
Pg S38545
Pg S408320
Pg S451011
Pg S45108
Pg S61836
Pg S451010
Pg S61835
Pg S38439
Pg S384311
ACY369431 pathogensis-related_protein_10_Panax_ginseng
I1MGK2 SOYBN
I1L0V9 SOYBN
A0A067JYJ6 JATCU
A0A2G9GT20 9LAMI
A0A2G9G204 9LAMI
Pg S13475
Pg S408318
Pg S20936
Pg S38436
A0A2P5Q889 GOSBA
Pg S160611
Pg S37947
Pg S38543
Pg S16069
Pg S16067
Pg S37949
Pg S160613
Pg S37945
K7MBD0 SOYBN
A0A0R0I9P7 SOYBN
A0A2G2WQG1 CAPBA
A0A2G2WQG0 CAPBA
A0A2G2WQG6 CAPBA
A0A2G2WQJ4 CAPBA
A0A2G9GYP3 9LAMI
A0A2G9H7A8 9LAMI
A0A2G9FY97 9LAMI
Pg S379410
Pg S16068
Pg S37948
Pg S16066
Pg S042643
Pg S160614
Pg S37944
A0A2G9I6A1 9LAMI
A0A2G9I688 9LAMI
A0A2G9I687 9LAMI
A0A2G9GHU9 9LAMI
A0A2G9FYI1 9LAMI
A0A2G9I699 9LAMI
A0A2G2XC80 CAPBA
A0A2G2VJ87 CAPBA
A0A2G2UZS2 CAPBA
A0A2G2XC88 CAPBA
A0A2G2XC61 CAPBA
A3QNN0 CAPBA
ABC747971 pathogenesis-related_protein_10_Capsicum_baccatum
A0A2G2XC76 CAPBA
A0A2G2XC85 CAPBA
A0A2G2UZE8 CAPBA
A0A2G2UZJ8 CAPBA
A0A2G2XC84 CAPBA
A0A2G9GT76 9LAMI
A0A2G9G201 9LAMI
A0A498HQS7 MALDO
A0A1U7Z0F5 NELNU
A0A1U7ZZX1 NELNU
A0A1U7ZC49 NELNU
A0A1U7Z3Y1 NELNU
A0A1U7ZC54 NELNU
A0A498K4V9 MALDO
A0A1U7YXZ5 NELNU
A0A2G9GSY4 9LAMI
A0A2G9G2C0 9LAMI
A0A498IG16 MALDO
A0A1U8ABG2 NELNU
A0A2G2WV64 CAPBA
A0A067JVE5 JATCU
C6T0C1 SOYBN
I1KMV3 SOYBN
I1MRM4 SOYBN
A0A1U7Z0F0 NELNU
AHG946501 pathogenesis-related_protein_10_Lilium_regale
AHG946511 pathogenesis-related_protein_10_Lilium_regale
AHG946521 pathogenesis-related_protein_10_Lilium_regale
AHG946471 pathogenesis-related_protein_10_Lilium_regale
AHG946461 pathogenesis-related_protein_10_Lilium_regale
AHG946541 pathogenesis-related_protein_10_Lilium_regale
AHG946491 pathogenesis-related_protein_10_Lilium_regale
AHG946481 pathogenesis-related_protein_10_Lilium_regale
AHG946531 pathogenesis-related_protein_10_Lilium_regale
A0A2I0VWR7 9ASPA
A0A2I0VWS9 9ASPA
A0A2I0VDZ0 9ASPA
A0A2I0VDW6 9ASPA
A0A2I0VWR5 9ASPA
A0A2I0VWR4 9ASPA
A0A2I0VDX5 9ASPA
Ma03 p081501_Pathogenesis-related_protein_1
Ma03 p081401_Pathogenesis-related_protein_1
Ma03 p081601_Pathogenesis-related_protein_1
Ma09 p158401_Pathogenesis-related_protein_1
A0A1D6JZU3 MAIZE
AEB962271 pathogen-related_protein_10_Elaeis_guineensis
AAY295741 pathogenesis-related_protein_10_Zea_mays
XP 0109383431_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109222651_pathogenesis-related_protein_1-like_Elaeis_guineensis
XP 0109383391_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109383381_pathogenesis-related_protein_1-like_isoform_X2_Elaeis_guineensis
XP 0109383401_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109383421_pathogenesis-related_protein_1-like_Elaeis_guineensis
XP 0109115431_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109106611_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109114081_pathogenesis-related_protein_1-like_Elaeis_guineensis
XP 0109107471_pathogenesis-related_protein_1_Elaeis_guineensis
XP 0109383371_pathogenesis-related_protein_1-like_isoform_X1_Elaeis_guineensis
W1P8A6 AMBTC
W1P051 AMBTC
W1P6J6 AMBTC
AAL500061 PR10_protein_Pinus_monticola
AAL499981 PR10_protein_Pinus_monticola
AAL500041 PR10_protein_Pinus_monticola
AAL500051 PR10_protein_Pinus_monticola
AAL499951 PR10_protein_Pinus_monticola
AAL500001 PR10_protein_Pinus_monticola
AAL499941 PR10_protein_Pinus_monticola
AAL499961 PR10_protein_Pinus_monticola
AAL499991 PR10_protein_Pinus_monticola
AAL499971 PR10_protein_Pinus_monticola
AAL500021 PR10_protein_Pinus_monticola
AAL500011 PR10_protein_Pinus_monticola
AAL500031 PR10_protein_Pinus_monticola
A0A2I0WCE6 9ASPA
A0A2I0X584 9ASPA
A0A2I0VDV7 9ASPA
XP 0109222671_major_pollen_allergen_Aln_g_1_Elaeis_guineensis
A0A1U8BEK7 NELNU
XP 0109145091_pathogenesis-related_protein_1_Elaeis_guineensis
Ma01 p195501_Putative_Pathogenesis-related_protein_1
Ma08 p341501_Putative_Pathogenesis-related_protein_1
Ma08 p341601_Putative_Pathogenesis-related_protein_1
D8SJ13 SELML
D8QP06 SELML
D8QP07 SELML
D8RIM3 SELML
D8SP38 SELML
B6SQM6 MAIZE
Azfi s0173g055800_unnamed_protein_product
Azfi s0173g055799_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056011_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056041_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056043_unnamed_protein_product
Azfi s0176g056047_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056051_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056044_Major_pollen_allergen_Bet_v_1-M/N_0.206
Azfi s0176g056042_Major_pollen_allergen_Bet_v_1-M/N_0.206
D8T057 SELML
D8SVZ2 SELML
A0A498K847 MALDO
A0A498ILV8 MALDO
I1KE09 SOYBN
Pg S212416
Pg S47753
A0A2I0WYZ1 9ASPA
A0A2I0X9N5 9ASPA
A0A2I0X9M6 9ASPA
U5CZ99 AMBTC
U5D556 AMBTC
A0A2P5SAW3 GOSBA
A0A2P5SAW4 GOSBA
A0A2P5Q893 GOSBA
A0A2G2WAS5 CAPBA
A0A2G2WAQ5 CAPBA
A0A2G2WH98 CAPBA
Pg S091014
Pg S97631
A0A182C8V6 NELNU
A0A191T7N6 NELNU
A0A191T7P4 NELNU
A0A182C8V5 NELNU
A0A2P5SBA0 GOSBA
A0A2P5R078 GOSBA
A0A067KTH1 JATCU
A0A1U7Z8P0 NELNU
I1LP68 SOYBN
XP 0109110141_S-norcoclaurine_synthase_2_Elaeis_guineensis
XP 0109084991_S-norcoclaurine_synthase_2_Elaeis_guineensis
Ma04 p339101_Putative_S-norcoclaurine_synthase_2
B6SQM0 MAIZE
A0A1D6E1G1 MAIZE
K7TN67 MAIZE
D8RV32 SELML
D8RV30 SELML
D8T054 SELML
D8T4D4 SELML
A0A2K1K6Z7 PHYP
Q9AXI3 PHYPA
A9RD61 PHYPA
A9RZA3 PHYPA
A0A2K1L7Q4 PHYPA
A9RIG6 PHYPA
U5DIV5 AMBTC
A0A2G2VRR4 CAPBA
A0A498J4B2 MALDO
A0A067JX65 JATCU
A0A1U8A1W1 NELNU
XP 0109179161_uncharacterized_protein_LOC105042415_Elaeis_guineensis
C6SZA9 SOYBN
C6SYW1 SOYBN
A0A067JBV9 JATCU
ML423 ARATH
A0A2P5S0G1 GOSBA
A0A2P5SPU5 GOSBA
A0A498HFK8 MALDO
A0A498I941 MALDO
Pg S17255
Pg S419814
A0A2G2VMD2 CAPBA
A0A1U7ZZ17 NELNU
A0A2G9GX60 9LAMI
A0A1U8B6X8 NELNU
Ma09 p177201_Putative_MLP-like_protein_423
W1NW22 AMBTC
A0A2I0WQ16 9ASPA
Q19VG6 MAIZE
Ma03 p101301_Putative_MLP-like_protein_423
XP 0109285761_MLP-like_protein_423_Elaeis_guineensis
XP 0109135361_MLP-like_protein_423_Elaeis_guineensis
Y1400 ARATH
A0A2G9HQC8 9LAMI
A0A2G9GGP1 9LAMI
A0A2G9HQC5 9LAMI
A0A2G9HBD3 9LAMI
A0A2G9HQC6 9LAMI
A0A2G9HBX9 9LAMI
A0A2G9HQL1 9LAMI
A0A498IJZ5 MALDO
A0A2G9FYW8 9LAMI
A0A1U7ZCM5 NELNU
A0A1U8B1A7 NELNU
A0A1U8QAR0 NELNU
A0A1U8B9Y0 NELNU
A0A1U8B189 NELNU
A0A1U8QAR4 NELNU
A0A2P5RIX9 GOSBA
A0A2P5RZC0 GOSBA
A0A067KPJ7 JATCU
A0A2G9GVU5 9LAMI
A0A2G9GT90 9LAMI
Q9SUQ9 ARATH
Q9SUR0 ARATH
Q9LIM9 ARATH
Q9LIN0 ARATH
ML329 ARATH
ML328 ARATH
O23267 ARATH
Q39132 ARATH
Q96274 ARATH
Q39133 ARATH
F4HXW5 ARATH
Q93WB5 ARATH
Q9FYJ0 ARATH
A0A067L1V0 JATCU
A0A067L1U5 JATCU
A0A067KSV4 JATCU
A0A498HK59 MALDO
A0A498HFP0 MALDO
A0A498HH09 MALDO
A0A498I618 MALDO
A0A498HFP2 MALDO
Q9SMF5 SOYBN
K7L354 SOYBN
O49305 ARATH
F4I6Z0 ARATH
A0A498HHU1 MALDO
C6T551 SOYBN
A0A0R0J437 SOYBN
K7LI42 SOYBN
K7K9H9 SOYBN
I1MM30 SOYBN
K7K8V1 SOYBN
I1KVZ9 SOYBN
A0A0R0GE22 SOYBN
C6SXD0 SOYBN
C6T1D7 SOYBN
C6SYE7 SOYBN
A8MRH3 ARATH
B3H4F3 ARATH
F4I6Y3 ARATH
MLP28 ARATH
A8MR61 ARATH
MLP34 ARATH
MLP31 ARATH
MLP43 ARATH
F4K5S5 ARATH
Q941R5 ARATH
O49304 ARATH
ML165 ARATH
ML168 ARATH
F4I6Y8 ARATH
Q941R7 ARATH
Q941R8 ARATH
G8DRW0 GOSBA
A0A2P5SND7 GOSBA
A0A2P5Q1I6 GOSBA
A0A2P5SNH4 GOSBA
A0A498IB15 MALDO
A0A067L0Q9 JATCU
A0A067LIX5 JATCU
A0A067KPC6 JATCU
A0A067K896 JATCU
A0A067KBE6 JATCU
A0A2P5S7L4 GOSBA
A0A498HL99 MALDO
A0A498HH23 MALDO
I1MJP3 SOYBN
K7ME84 SOYBN
I1L2G1 SOYBN
A0A0R0GFG0 SOYBN
A0A2G2WRV0 CAPBA
A0A2G2V374 CAPBA
A0A2G2VPC6 CAPBA
A0A2G2XLF1 CAPBA
A0A2G2WRX7 CAPBA
A0A2G2WRN9 CAPBA
A0A2G2WSI4 CAPBA
A0A2G2WU17 CAPBA
A0A2G2WTZ4 CAPBA
A0A2G2X4S5 CAPBA
A0A2G2WCP5 CAPBA
A0A2G2WWF0 CAPBA
A0A2G2WW49 CAPBA
A0A2G2WW52 CAPBA
A0A2G2V100 CAPBA
A0A2G9H7Z9 9LAMI
A0A2G9H160 9LAMI
A0A2G9GQ69 9LAMI
A0A2G9I8K6 9LAMI
A0A2G9HKU1 9LAMI
A0A2G2VE92 CAPBA
A0A2G2WRW0 CAPBA
Pg S112210
Pg S277319
Pg S309914
A0A2G9HQT5 9LAMI
A0A2G9FXY0 9LAMI
A0A2G9H2E1 9LAMI
A0A2G9GT75 9LAMI
A0A2G9FVS3 9LAMI
A0A2G9GT45 9LAMI
Pg S35512
Pg S45621
Pg S192413
Pg S192420
Pg S192422
Pg S414210
Pg S33721
Pg S33722
Pg S17448
Pg S17443
Pg S12403
Pg S174410
Pg S192421
Pg S064113
Pg S06419


