
KY6711281 Taraxacum_amplum_isolate_A978_18S_ribosomal_RNA_gene_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_internal_transcribed_spacer_2_and_26S_ribosomal_RNA_gene_complete_sequence

GU4440201 Taraxacum_tibetanum_18S_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_26S_ribosomal_RNA_gene_partial_sequence

SH012-2

MG5196551 Taraxacum_coreanum_isolate_TCS6_small_subunit_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

MG5193131 Taraxacum_officinale_isolate_TOS26_internal_transcribed_spacer_1_partial_sequence_5.8S_ribosomal_RNA_gene_complete_sequence_and_internal_transcribed_spacer_2_partial_sequence

DQ002-2(2)
JQ2309791 Taraxacum_officinale_voucher_SBB-1164_18S_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_28S_ribosomal_RNA_gene_partial_sequence

MN4931761 Taraxacum (sect. Crocea) sp. LM-2019 clone CRO2 A05 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

KT2498841 Taraxacum_officinale_voucher_GLM73772_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence

MN4934221 Taraxacum_maricum_clone_MAR_B11_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence

MN4932971 Taraxacum (sect. Erythrosperma) sp. LM-2019 clone ZEI C06 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

MN4933801 Taraxacum (sect. Naevosa) sp. LM-2019 clone NAE H10 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

MN4933851 Taraxacum (sect. Naevosa) sp. LM-2019 clone NAE D10 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

MN4934241 Taraxacum_maricum_clone_MAR_F10_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence
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MN4934281 Taraxacum_maricum_clone_MAR_A11_internal_tra
nscribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_tra

nscribed_spacer_2_complete_sequence

MN4934271 Taraxacum_maricum_clone_MAR_H09_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence

MN4932831 Taraxacum (sect. E
rythrosperma) sp. LM-2019 clone ZEI B11 internal tra

nscribed spacer 1 5.8S ribosomal RNA gene and internal tra
nscribed spacer 2 complete sequence

MN4934391 Taraxacum_maricum_clone_MAR_D11_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence

MN4932821 Taraxacum_boekmanii_clone_BAC_H05_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence

MN4933601 Taraxacum (sect. Naevosa) sp. LM-2019 clone NAE E08 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

AM9465401 Taraxacum_fontanicola_ITS1_5.8S_rRNA_gene_and_ITS2_specimen_voucher_DR026576

MN4933791 Taraxacum (sect. Naevosa) sp. LM-2019 clone NAE E12 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

JN4074351 Taraxacum_mongolicum_isolate_shawpc0791I_18S_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_28S_ribosomal_RNA_gene_partial_sequenceMG5196251 Taraxacum_mongolicum_isolate_TmS6_internal_transcribed_spacer_1_partial_sequence_5.8S_ribosomal_RNA_gene_complete_sequence_and_internal_transcribed_spacer_2_partial_sequence

DQ002-2(3)

SH012-3(3)

JX5647621 Taraxacum_sp._Lepschi_4865_isolate_ASL469_18S_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_28S_ribosomal_RNA_gene_partial_sequence

MH7126361 Taraxacum_sp._1_YX-2018_voucher_Ge130978_small_subunit_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

AF3363351 Taraxacum (sect. Naevosa) sp. TL260-1 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

AF3363241 Taraxacum (sect. Naevosa) sp. 265-2 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

AF3363271 Taraxacum (sect. Naevosa) sp. TL141-1 internal transcribed spacer 1 5.8S ribosomal RNA gene and internal transcribed spacer 2 complete sequence

MG5192881 Taraxacum_officinale_isolate_TOS1_small_subunit_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

MG5192911 Taraxacum_officinale_isolate_TOS4_small_subunit_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

JF8375991 Taraxacum_coreanum_isolate_WT_18S_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_26S_ribosomal_RNA_gene_partial_sequence

MG5196201 Taraxacum_mongolicum_isolate_TmS1_internal_transcribed_spacer_1_partial_sequence_5.8S_ribosomal_RNA_gene_complete_sequence_and_internal_transcribed_spacer_2_partial_sequence

MG5196611 Taraxacum_coreanum_isolate_TCS12_internal_transcribed_spacer_1_partial_sequence_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

MG5192931 Taraxacum_officinale_isolate_TOS6_internal_transcribed_spacer_1_partial_sequence_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence

KY8609261 Taraxacum_officinale_small_subunit_ribosomal_RNA_gene_partial_sequence_internal_transcribed_spacer_1_5.8S_ribosomal_RNA_gene_and_internal_transcribed_spacer_2_complete_sequence_and_large_subunit_ribosomal_RNA_gene_partial_sequence
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