
0.0068

0.0027

0.0482

0.0458

0.0290

0.0585

0.0440

0.1188

0.0149

0.11890.09330.
10

02

0.
00

89

0.0149

0.0096
0.

11
36

0.0280

0.
00

00

0.
05

48

0.
09

46

0.
14

23

0.4776
0.0145

0.0080

0.0684

0.0830

0.0544

0.1663

0.0510

0.1731

0.1365

0.1215

0.1575

0.0142

0.0136

0.0234

0.0195

0.0531 0.
11

24

0.2278

0.2663

0.1212 0.
15

83

0.0211

0.
14

21

0.
14

10

0.
00

60 0.
03

92

0.
04

71

0.
09

30

0.0385

0.01740.10400.01200.
03

16

0.
02

60
0.0175

0.3177

0.1223

0.0784
0.9701

0.0000

BcNramp1
BnNramp1bAtNramp1

AtNram
p6

S
aN

ram
p6

C
jN

ram
p1

M
hN

ram
p1P

cN
ra

m
p1

E
V

M
00

05
23

11
 g

en
eE

V
M

00
05

23
1

M
xN

ra
m

p1

Tp
Nra

m
p3TtN

ramp6HvNramp5
TpNramp5

OsNramp5

OsNramp1

EVM00023221 geneEVM0002322

EVM00245131 geneEVM0024513

NtNramp1

SaNram
p1H

O
sN

ram
p2

E
V

M
00256721 geneE

V
M

0025672

S
tN

ram
p2 E

V
M

00
17

43
61

 g
en

eE
V

M
00

17
43

6

S
aN

ra
m

p3

E
V

M
00

27
79

21
 g

en
eE

V
M

00
27

79
2

At
N

ra
m

p3

TcN
ra

m
p3

AtNramp4

TcNramp4

EVM00224201 geneEVM0022420

EVM00220301 geneEVM0022030


