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GroupI

GroupII

Cre09g410900
Mapoly0112s00291.p
Mapoly1609s00011.p
Mapoly0020s00421.p
Mapoly1022s00021.p
Mapoly0020s00471.p
Smoellendorffii v1.0_227648
evmmodel.chr9.1853
evmmodel.chr9.1854
evm 27model.AmTr_v1.0_scaffold00174.25
evm 27model.AmTr_v1.0_scaffold00027.118
evm 27model.AmTr_v1.0_scaffold00188.2
evm 27model.AmTr_v1.0_scaffold00049.225
AT5G50200
AT4G24715
Medtr4g1047001
Medtr4g1047301
Solyc03g1121002
Potri012G089300.1.p
Potri001G378200.1.p
Potri015G085100.2.p
Potri015G085000.1.p
Bradi3g477201.p
Bradi3g477101.p
HORVU5Hr1G115500
HORVU6Hr1G053710
MLOC 30531
LOC Os02g38230
MisinT3436001
Misin08G1895001
Soffic04G0020540-2C
LAp04H0019610
Soffic04G0020890-5G
Soffic04G0017650-4E
Soffic04G0019010-1A
LAp04F0018480
Soffic04G0020410-3D
Seita1G218500
Seita1G218600
GRMZM2G179294
Sobic004G202400.1.p
Npp04D016310.1
Npp04A021850.1
Npp04C018890.1
Npp04B017160.1
LOC Os04g40410
Misin11G1151001
Sobic006G121200.1.p
Npp06B011830.1
Npp06D011280.1
Npp06C013940.1
LAp06H0009810
LAp06A0011670
LAp06F0011220
LAp06C0010220
LAp06G0011680
LAp06E0011710
Npp06A011090.1
LAp06B0010950
GRMZM2G163494


