
Kv0G516140
Kv0G533330
Kv0G373680
Kv0G410320
Kv0G932030
Kv0G1392620
Kv0G636460
Kv0G272280
Kv0G484900
Kv0G520690
Kv0G926760
Kv0G418390
Kv0G537380
Kv0G370770
Kv0G266800
Kv0G422940
Kv0G232830
Kv0G700740
GC-metH
MP-metH
SYMA-metH
SYME-metH
PD-metH
PM-metH
AS-metH
HR-metH
AI-metH
AP-metH
ST-metH
Kv0G136900
Kv0G837560
Kv0G136910
Kv0G727780
Kv0G1045610
Kv0G925270
Kv0G026390
Kv0G696560
KV-metH-2
KV-metH-1
Crei-MetH
KM-metH-2
Fcyl-MetH
KM-metH-1
KB-metH-2
KB-metH-1
Hsa-MetH
Kv0G261400
Kv0G499150
Kv0G362110
Kv0G631160
Kv0G095680
Kv0G545400
Kv0G273850
Kv0G224600
Kv0G389300
Kv0G741310
Kv0G520670
Kv0G927570
Kv0G537360
Kv0G268310
Kv0G638080
Kv0G248800
Kv0G384480
Kv0G257330
Kv0G201760
Kv0G164760
Ecol-MetH

Subclass
Subclade i

Subclade ii

Subclade iii

CDD
BaeS

MetH1 superfamily

metH

metH superfamily

MHT1 superfamily

MtbC1

PRK07534

PRK07535

S-methyl_trans

S-methyl_trans superfamily

YqxC superfamily

Pfam_domain
S-methyl_trans

Pterin_bind

B12-binding

B12-binding_2

Met_synt_B12

DUF1638

Pkinase

PK_Tyr_Ser-Thr

ABC1

CdhD

DUF4864

FtsJ

GAF

GAF_2

GAF_3

HATPase_c

HisKA

Kdo

MTHFR

PAS

PAS_3

PAS_4

PAS_9

Virulence_fact


