
PGJG 255920

PGJG 364670
ASB179501XP 0237695551

ACO246971
AHX977771

PGJG 106850

XP 027158054

XP 0271092301

XP 0215989781

X
P

 0244367911

X
P

 0237596681

X
P

 0237516181

Q
IR

307971

P
sat1g051480

B
A

A
76

90
2

A
B

18
12

46

AT
2G

07
05

0

B
A

A
33

46
0

Q
IR

30
79

81

AB
18

12
45

AB11
62

28
XP 0

23
73

23
94

1

ACH880481
ACH880491

QIR307961BAA97558Psat7g264880Medtr4g005190
Psat4g188800

Glyma07g00330

Glyma08g24160

BAA89815

AF478455

AF478454

QID899641

AT1G669608

AT1G78960

AT1G
78970

AT1G
78955

AT1G
78950

sp Q
8W

3Z
11

Q
IR

307951
A

D
K

120031 sp
 O

82
14

01
B

A
A

33
46

11
A

B
03

48
02

A
P

Z
88

35
41

X
P

 0
23

73
02

10
1

U
M

X4
73

44
1

AB
Y9

01
40

2

sp
 O

82
14

61

BAA337221

AGG099391

AKN234311

CAA29608761

PGJG 204380

Bootstrap
<=40

41~80

81~100


