bacterium LO393

Flavobacteriaceae bacterium 3519-10
Conexibacter woesei DSM 14684
Actinomyces sp 1656/06
Geodermatophilus obscurus DSM 43160
Gardnerella vaginalis ATCC 14019
Glutamicibacter arilaitensis Re117
4|_£ Rothia dentocariosa ATCC 17931
Cellulomonas flavigena DSM 20109
Cutibacterium acnes KPA171202
—E Nocardioides sp JS614
Rhodococcus fascians D188
Mycolicibacterium smegmatis
{ Corynebacterium aurimucosum ATCC 700975

Corynebacterium urealyticum DSM 7109
Corynebacterium glutamicum
Veillonella parvula DSM 2008
Finegoldia magna ATCC 29328
Clostridium perfringens
Paenibacillus sp Y412MC10
Anoxybacillus flavithermus WK1
Bacillus cereus
Lactobacillus crispatus ST1
Streptococcus gordonii str Challis substr. CH1
_|: Streptococcus thermophilus

— Allomeiothermus silvanus DSM 9946

L Deinococcus radiodurans
Burkholderia lata

Ralstonia pickettii 12J

Cupriavidus taiwanensis LMG 19424
_|: Cupriavidus metallidurans CH34
I Acidovorax sp JS42

Herbaspirillum seropedicae
Neisseria meningitidis

Sphingobium indicum UT26S

—E Rhizorhabdus wittichii Rw1

Brucella anthropi ATCC 49188

Methylorubrum populi BJO01
_|: Methylobacterium radiotolerans JCM 2831

Agrobacterium fabrum str C58

Bradyrhizobium japonicum

Acinetobacter calcoaceticus DSM 30006 = CIP 818
— Acinetobacter baumannii ACICU

L Acinetobacter baumannii ATCC 17978
Acinetobacter baylyi ADP1
Enterobacter cloacae subsp cloacae NCTC 9394
—— Escherichia coli UMNO026
L Escherichia coli str K-12 substr. MG1655
— Escherichia coli ATCC 8739
— Escherichia coli SE15
I Escherichia coli ETEC H10407
L Escherichia coli 042
Cronobacter sakazakii
Yersinia enterocolitica
Pantoea vagans C9-1
—|: Pantoea agglomerans
Stutzerimonas stutzeri A1501

Pseudomonas mendocina ymp
_|: Pseudomonas putida




