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PTe GWHPCBHK001767
PTe GWHPCBHK002208
PTe GWHPCBHK002213
PTe GWHPCBHK002222
PTe GWHPCBHK006022
PTe GWHPCBHK006027
PTe GWHPCBHK033753
PTe GWHPCBHK023096
PTe GWHPCBHK021936
PTe GWHPCBHK018091
PTe GWHPCBHK021934
PTe GWHPCBHK021935
PTe GWHPCBHK028705
ES Chr7AG047460mRNA1
ES Chr7AG047470mRNA1
ES Chr7BG045495
ES Chr7AG047480mRNA1
ES Chr7AG047510mRNA1
ES Chr7BG045500mRNA1
PTa Pt3G394701
PTa Pt3G394707
PTa Pt9G574201
NT GWHPAAYW008479
AT NP_9747311
PTe GWHPCBHK002284
PTe GWHPCBHK006587
PTe GWHPCBHK007644
NT GWHPAAYW027472
AT NP_0013188861
PTa Pt8G050801
PTe GWHPCBHK011166
PTe GWHPCBHK017980
PTe GWHPCBHK035552
PTe GWHPCBHK021499
AT NP_0013276941
AT NP_8508861
NT GWHPAAYW005038
NT GWHPAAYW006357
NT GWHPAAYW006367
PTa PtXG053803
PTa Pt6G413601
PTa PtQG075801
PTa PtQG131101
PTa Pt2G373901
PTa Pt9G526601
PTa PtQG131501
PTa Pt4G494701
PTa Pt4G495101
PTa Pt3G065101
PTa Pt7G169401
PTa Pt9G569301
ES Chr1AG008720mRNA1
ES Chr1BG015470mRNA1
PTe GWHPCBHK010329
NT GWHPAAYW021285
AT NP_1967131
AT NP_1974561
AT NP_8498381
PTa Pt2G408802
PTa Pt2G408803
PTa Pt4G221501
PTa Pt3G094101
PTa Pt6G213601
PTa Pt6G213602
PTe GWHPCBHK016948
ES Chr3AG024230mRNA1
ES Chr3BG022570mRNA1
PTa PtXG332301
PTa Pt6G409301
PTa Pt8G179301
PTa PtXG434801
PTa PtXG434806
PTa Pt3G253601
PTa Pt9G105001
PTa PtXG434902
PTa PtXG434907
PTa PtXG434908
NT GWHPAAYW015811
AT NP_0010317671
PTe GWHPCBHK032518
NT GWHPAAYW009834
AT NP_0011184211
PTa PtXG027501
PTa Pt6G438802
NT GWHPAAYW012631
NT GWHPAAYW030663
PTe GWHPCBHK034298
ES Chr6AG061350mRNA1
ES Chr6BG050730mRNA1
PTa Pt3G666701
NT GWHPAAYW012576
AT NP_0013267351
AT NP_5670111
PTe GWHPCBHK015192
NT GWHPAAYW005172
NT GWHPAAYW019449
AT NP_1793541
AT NP_1952881
ES Chr4AG112072mRNA1
ES Chr4BG089772mRNA1
PTa PtXG127601
PTa Pt5G148702
PTa Pt6G524301
PTe GWHPCBHK004210
PTe GWHPCBHK012379
AT NP_0011897011
AT NP_1874981
NT GWHPAAYW012646
PTe GWHPCBHK007959
PTe GWHPCBHK007960
NT GWHPAAYW025683
AT NP_5680641
ES Chr3AG073260mRNA1
ES Chr3BG059240mRNA1
PTa Pt5G074003
ES Chr2AG080920mRNA1
ES Chr2BG060370mRNA1
PTa PtXG019001
PTa PtJG399803
PTa PtQG010901
PTa PtJG399801
PTe GWHPCBHK016618
AT NP_2005672
ES Chr6BG045920mRNA1
PTa Pt8G426001
PTe GWHPCBHK033913
AT NP_0011899471
NT GWHPAAYW006040
PTa Pt8G269901
PTe GWHPCBHK011821
ES Chr7AG015020mRNA1
ES Chr7BG017450mRNA1
PTa Pt7G164001
PTa Pt7G164003
AT NP_1781751
NT GWHPAAYW011255
PTe GWHPCBHK030362
AT NP_1904421
AT NP_2011621
NT GWHPAAYW024130
ES Chr4AG057300mRNA1
ES Chr4BG046430mRNA1
PTa Pt2G257301
PTa Pt2G257305
PTa Pt2G257304
PTe GWHPCBHK009405
PTe GWHPCBHK030671
ES Chr7AG048490mRNA1
ES Chr7BG046160mRNA1
PTa Pt9G372901
NT GWHPAAYW010828
NT GWHPAAYW010825
AT NP_1994301
PTe GWHPCBHK020202
NT GWHPAAYW005316
NT GWHPAAYW030604
AT NP_1723252
PTa Pt5G260204
PTa Pt5G260201
ES Chr7AG051820mRNA1
ES Chr7BG049320mRNA1
PTe GWHPCBHK029407
NT GWHPAAYW012608
ES Chr1AG091640mRNA1
ES Chr1BG075440mRNA1
PTa Pt6G016701
AT NP_2005932
NT GWHPAAYW021291
PTa PtJG528001
PTa Pt6G005201
NT GWHPAAYW030605
PTe GWHPCBHK008051
PTe GWHPCBHK024442
PTe GWHPCBHK024549
AT NP_0010317961
ES Chr7AG058950mRNA1
ES Chr4BG064320mRNA1
ES Chr7BG057220mRNA1
ES Chr4AG077230mRNA1
ES Chr6AG036290mRNA1
PTa PtXG373801
PTa Pt2G298702
NT GWHPAAYW004572
PTe GWHPCBHK022135
AT NP_0013182161
PTa PtJG204901
PTa Pt5G548701
NT GWHPAAYW003407
PTe GWHPCBHK004399
NT GWHPAAYW020656
PTa Pt4G022101
PTa Pt4G022108
PTa Pt4G022103
PTe GWHPCBHK019319
PTe GWHPCBHK031427
ES Chr7AG026750mRNA1
ES Chr7BG029930mRNA1
PTa Pt9G072401
NT GWHPAAYW004780
AT NP_1778901
PTe GWHPCBHK009846
PTe GWHPCBHK009848
ES Chr7AG051570mRNA1
ES Chr7BG000010mRNA1
ES Chr7BG049082mRNA1
ES Chr7AG051550mRNA1
ES Chr7BG049080mRNA1
PTa Pt5G302801
NT GWHPAAYW004120
AT NP_0010313941
PTe GWHPCBHK032196
AT NP_0013221471
PTa PtXG334101
PTa PtXG334104
NT GWHPAAYW021105
PTe GWHPCBHK036266
NT GWHPAAYW013465
AT NP_5679341
ES Chr6AG098410mRNA1
ES Chr6BG086000mRNA1
PTa PtJG078701
NT GWHPAAYW004253
AT NP_5653591
PTe GWHPCBHK004739
NT GWHPAAYW006453
AT NP_0010312621
AT NP_5641922
PTa PtQG171801
PTa Pt7G108601
ES Chr2AG084920mRNA1
ES Chr2BG063620mRNA1
PTe GWHPCBHK018136
NT GWHPAAYW006700
AT NP_0011853801
AT NP_1731733
PTa Pt4G080001
NT GWHPAAYW029682
PTe GWHPCBHK019400
AT NP_1984653
AT NP_2002081
NT GWHPAAYW003233
PTe GWHPCBHK022298
ES Chr1AG106720mRNA1
ES Chr1BG086820mRNA1
ES Chr1BG086830mRNA1
PTa PtQG277707
PTa PtQG277706
PTa PtQG277705
PTa Pt5G011601
PTa PtXG277001
PTa Pt7G394901
PTa Pt2G426301
PTa Pt2G612201
PTa Pt4G451601
PTa Pt4G449001
PTa Pt4G452302
AT NP_0010317391
AT NP_1796501
AT NP_9734891
AT NP_1945702
AT NP_1800581
AT NP_1940902
AT NP_1940911
PTe GWHPCBHK005103
PTe GWHPCBHK019569
AT NP_1716551
AT NP_1917101
AT NP_1928671
AT NP_1943501
NT GWHPAAYW002136
NT GWHPAAYW021366
PTe GWHPCBHK005349
PTe GWHPCBHK017809
AT NP_1798661
AT NP_1954911
AT NP_1905391
AT NP_2013811
AT NP_5673301
NT GWHPAAYW016523
NT GWHPAAYW027495
ES Chr3AG102920mRNA1
ES Chr3BG079700mRNA1
PTa Pt7G344101
PTa Pt7G344401
PTa Pt7G344701
PTa Pt7G345401
PTa Pt7G344501
ES Chr6AG081160mRNA1
ES Chr6BG068900mRNA1
PTe GWHPCBHK014145
AT NP_5648041
AT NP_1999822
NT GWHPAAYW004416
ES Chr3AG099510mRNA1
ES Chr3BG077510mRNA1
PTa PtQG140701
PTa PtQG140707
PTe GWHPCBHK024033
PTe GWHPCBHK024064
PTe GWHPCBHK026276
ES Chr4AG021270mRNA1
ES Chr4BG019230mRNA1
PTa Pt4G607501
AT NP_0011904101
AT NP_0013194771
NT GWHPAAYW006514
PTe GWHPCBHK035692
NT GWHPAAYW007982
NT GWHPAAYW012979
NT GWHPAAYW012982
PTe GWHPCBHK024911
PTe GWHPCBHK036046
AT NP_0010318671
PTa PtXG524101
PTa PtXG524103
PTa PtXG525306
NT GWHPAAYW009310
PTe GWHPCBHK036914
ES Chr5AG073080mRNA1
ES Chr5BG058720mRNA1
ES Chr5AG073090mRNA1
PTa Pt1G490201
PTa Pt4G635501
NT GWHPAAYW016405
AT NP_1997921
PTe GWHPCBHK005366
NT GWHPAAYW016510
NT GWHPAAYW027486
AT NP_2013792
AT NP_5669231
ES Chr1AG007650mRNA1
ES Chr3BG075490mRNA1
ES Chr1BG014260mRNA1
ES Chr1AG007700mRNA1
ES Chr1BG014300mRNA1
ES Chr6AG050490mRNA1
ES Chr6BG040360mRNA1
NT GWHPAAYW029998
PTa PtQG386601
PTa Pt8G436201
PTa Pt8G436205
PTa Pt8G436605
PTa Pt8G436604
NT GWHPAAYW027484
PTe GWHPCBHK006579
AT NP_0013209271
AT NP_0013209291
AT NP_1754301
AT NP_1754311
AT NP_1886051
AT NP_0010310151
AT NP_2000051
PTe GWHPCBHK023632
NT GWHPAAYW005942
ES Chr6AG080140mRNA1
ES Chr6BG067540mRNA1
PTa PtJG033701
PTa PtJG033704
AT NP_0013229021
AT NP_5640011
PTa Pt5G326501
PTa Pt7G257401
AT NP_0010319321
AT NP_0013258491
AT NP_1904481
NT GWHPAAYW024085
NT GWHPAAYW024086
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