
gmmseq162G0048801

BraA05g0309603.5C.1
AT3G176091

gm
m

seq251G
0024301

B
raA

03g0384903.5C
.1gm

m
se

q2
52

G
00

04
50

1

gm
m

se
q3

82
G

00
26

40
1

gmmseq378G0076301

BraA01g0363103.5C.1

gmmseq153G0041501

BraA02g0039303.5C.1

B
ch02G

0043601

AT
5G

112601

B
ch

10
G

03
00

50
1

Br
aA

10
g0

26
94

03
.5

C.
1

gmmseq334G0062301


