
BOERETT00028821
Bostr0556s0510.1
Ah5G248601Ah5G078401AL5G18190t1CARHR1644901CARHR1644801LA scaffold521_39evmmodel.scaffold491.145evmmodel.scaffold12.306evmmodel.scaffold491.147

evmmodel.scaffold47.255
evmmodel.scaffold420.446
evmmodel.scaffold266.588
evmmodel.scaffold47.254
evmmodel.scaffold420.447
evmmodel.scaffold12.312
evmmodel.scaffold12.313

BjuA035198BOERETT00029933
Thlar0298s0010.2
BOERETT00030149
Ah6G069801
evmmodel.scaffold26.124

evmmodel.scaffold550.81

evmmodel.scaffold67.115

evmmodel.scaffold266.116

AL8G22520t1
Carub0004s1130.1

Csa10g0334701

AL6G16720t1
Csa12g0632501

Csa10g0334801

Csa10g0334901

Csa11g0417301

Csa05g0336601

Csa16g0147501

Csa07g0130701

Bostr29044s0033.1

BOERETT00023477

snap masked-Contig1708-processed-gene-016-mRNA-1

CARHR2065701

evmmodel.scaffold136.122

evmmodel.scaffold72.2

maker-Contig352-snap-gene-09-mRNA-1

maker-Contig820-snap-gene-013-mRNA-1

BraraH02198.1

maker-Contig310-snap-gene-053-mRNA-1

CARHR1806901

BOERETT00029936

Bostr29044s0091.1

Carub0007s3104.1

Carub0007s3102.1

Csa12g0694901

Csa10g0386401

Csa11g0446901

Csa11g0538201

AL8G22510t1

SI scaffold1405_4

SI scaffold1628_5

CARHR1603001

Thlar0056s0169.1

Thlar0193s0021.1

Aa G475960t1

Csa12g0836001

Thlar0298s0009.1

Iin04351t1

rna-M
ERR LOCUS10955

Iin26745t1

BniB05g0189902N.1

BniB08g0370902N.1

Iin21686t1

snap m
asked-Contig786-processed-gene-08-m

RNA-1

Thlar0065s0053.1

AL9U10270t1

rna-M
ERR LO

CUS19301

rna-M
ERR LO

CUS11139

rna-M
ERR LO

CUS45982

rna-M
ERR LO

CUS14073

BniB05g0190002N.1

evm
m

odel.scaffold67.113

C
arub0007s3106.1

Iin10375t1

AL1G
37470t1

C
sa14g0308301

C
sa03g0275401

C
sa17g0308501

AA scaffold3428_67

AA scaffold3428_66

AA scaffold5456_3

A
A

 scaffold5856_42

R
s019430

R
s019420

B
niB

04g0389702N
.1

B
raraK

01075.1

LA
 scaffold1549_27

B
niB

04g0389902N
.1

S
I C

195017_1

C
agra0605s0046.1

C
arub0001s2324.1

A
h1G

277601

Thlar0015s0362.1

Thlar0015s0363.1

rna-M
E

R
R

 LO
C

U
S

23289

rna-M
E

R
R

 LO
C

U
S

23287

A
A

 scaffold1200_31

A
A

 scaffold1208_9

B
ostr12659s0216.1

Iin10377t1

Iin10376t1

rna-M
E

R
R

 LO
C

U
S

25238

rna-M
E

R
R

 LO
C

U
S

20185

rna-M
E

R
R

 LO
C

U
S

20186

B
niB

03g0193402N
.1

B
juB

003008

LA
 scaffold521_36

LA
 scaffold521_37

B
niB

08g0688202N
.1

B
niB

08g0688402N
.1

B
naA

09T
0504800Z

S

B
juA

035702

B
raraI03718.1

R
s507950

R
s373940

B
juB

022528
B

niB
06g0573402N

.1

Iin27151t1
Iin27150t1
B

niB
06g0653202N

.1
R

s507900
B

caC
02g09059

S
I scaffold2905_3

S
I scaffold2905_1

S
I scaffold1171_1

B
ju

B
02

31
53

A
a 

G
60

07
80

t1
B

ra
ra

G
01

63
7.

1
B

ni
B

06
g0

65
33

02
N

.1
rn

a-
M

E
R

R
 L

O
C

U
S

33
38

1
rn

a-
M

E
R

R
 L

O
C

U
S

17
08

0

rn
a-

M
E

R
R

 L
O

C
U

S
33

38
0

rn
a-

M
E

R
R

 L
O

C
U

S
33

37
9

A
a 

G
68

85
0t

1
A

a 
G

68
87

0t
1

A
L5

G
35

67
0t

1
LA

 C
34

71
7_

1

rn
a-

M
E

R
R

 L
O

C
U

S
36

47
5

rn
a-

M
E

R
R

 L
O

C
U

S
45

95
5

A
L5

G
18

17
0t

1

C
sa

09
g0

19
84

01

C
sa

04
g0

16
71

01

C
ag

ra
26

55
9s

00
01

.1

Iin
10

51
3t

1

Iin
29

23
1t

1

B
O

E
R

E
T

T
00

05
12

62

A
a 

G
60

29
80

t1

T
hl

ar
01

72
s0

01
1.

1

LA
 s

ca
ffo

ld
21

2_
36

B
O

E
R

E
T

T
00

00
60

09

A
L6

G
42

14
0t

1

A
a 

G
71

97
40

t1

C
A

R
H

R
02

56
70

1

Iin
10

51
2t

1

rn
a-

M
E

R
R

 L
O

C
U

S
49

61

B
O

E
R

E
TT

00
00

60
08

B
ni

B
03

g0
31

78
02

N
.1

sn
ap

 m
as

ke
d-

C
on

tig
83

-p
ro

ce
ss

ed
-g

en
e-

00
-m

R
N

A
-1

C
ar

ub
00

03
s2

65
9.

1

Th
la

r0
00

8s
08

69
.1

Th
la

r0
00

8s
08

65
.1

rn
a-

M
E

R
R

 L
O

C
U

S
23

55
4

ev
m

m
od

el
.s

ca
ffo

ld
32

9.
78

ev
m

m
od

el
.s

ca
ffo

ld
90

4.
23

8

rn
a-

M
E

R
R

 L
O

C
U

S
28

92
7

A
L6

G
42

13
0t

1

A
L6

G
42

21
0t

1

ev
m

m
od

el
.s

ca
ffo

ld
90

4.
23

9

ev
m

m
od

el
.s

ca
ffo

ld
32

9.
77

ev
m

m
od

el
.s

ca
ffo

ld
26

6.
46

4

Bj
uB

03
12

77

rn
a-

M
ER

R
 L

O
C

U
S2

35
53

sn
ap

 m
as

ke
d-

C
on

tig
11

09
-p

ro
ce

ss
ed

-g
en

e-
01

4-
m

R
N

A-
1

Bn
iB

03
g0

31
77

02
N

.1

C
AR

H
R

02
56

60
1

C
ar

ub
00

06
s2

69
4.

1

C
ar

ub
00

06
s2

69
3.

1

C
ar

ub
00

06
s2

69
2.

1

C
sa

08
g0

34
45

01

C
sa

13
g0

41
55

01

Csa
08

g0
34

44
01

Csa
02

g0
24

55
01

BO
ER

ET
T0

00
51

27
0

Csa
02

g0
16

33
01

Aa 
G

60
29

90
t1

Csa
03

g0
29

28
01

Csa
14

g0
32

51
01

Csa
17

g0
34

64
01

Ah1
G29

78
01

Bna
A02

T04
03

90
0Z

S

AL8
G35

52
0t

1

rn
a-

M
ERR L

OCUS19
48

4

Ah4
G11

02
01

AL4
G21

33
0t

1

Csa
05

g0
41

56
01

Csa
07

g0
61

02
01

Csa
16

g0
51

63
01

ev
mmodel.s

ca
ffo

ld64.53

ev
mmodel.s

ca
ffo

ld495.39

ev
mmodel.s

ca
ffo

ld76.38

CARHR1199701

BnaA04T0178400ZS

BjuA016301

BnaC04T0477500ZS

Iin
18699t1

SI s
ca

ffo
ld558_13

BjuB026240

rna-M
ERR LOCUS29593

c0
004 01941

Thhalv10002312m

LA scaffo
ld1467_9

AA scaffold1960_126

evmmodel.scaffold111.161

evmmodel.scaffold971.84

Csa07g0637501

BcaB07g31327

BjuA033376

BnaA09T0156100ZS

Aa G488340t1

c0026 00216

Thhalv10023291m

rna-MERR LOCUS9866
Iin03559t1

BcaB02g06432

AA scaffold2506_23
Iin09327t1

SI scaffold249_175

BnaC08T0214000ZS
Bol029091

BjuA043840
BraraH02676.1

BniB03g0048802N.1
BjuO008983

Thlar0006s0928.1

Thhalv10006975m

rna-MERR LOCUS16318
CARHR0124001

evmmodel.scaffold295.749

evmmodel.scaffold433.133

evmmodel.scaffold253.10

evmmodel.scaffold310.26BcaC08g45492
BnaC06T0263200ZSBjuA026969
BnaA07T0240900ZS

snap masked-Contig1373-processed-gene-015-mRNA-1AL1G23290t1Cagra0568s0113.1Carub0001s1172.1Csa03g0157401Csa14g0149001Csa17g0162201BcaC05g28014BcaNung05501rna-MERR LOCUS47015BcaC09g51465BnaA01T0096900ZSBniB05g0176702N.1
Rs051320

evmmodel.scaffold81.245
evmmodel.scaffold28.37
evmmodel.scaffold36.88

Csa11g0297401
Csa12g0431301
Csa12g0632901

rna-MERR LOCUS18917
Aa G66780t1

BcaB03g14583
c0023 00161

evmmodel.scaffold214.119

AA scaffold5719_21

rna-MERR LOCUS40223
Iin14859t1

BcaB04g20727

BjuB007136

BniB07g0515302N.1

BjuO001425

BnaA01T0322700ZS

BcaC09g48868

BnaC01T0399300ZS

BniB07g0303202N.1

BnaC03T0433800ZS

BcaC01g03657

BjuA012627

BnaA03T0356200ZS

CARHR0944401

AL3G32400t1

Csa15g0267201

evmmodel.scaffold66.112

evmmodel.scaffold339.865

evmmodel.scaffold785.49

evmmodel.scaffold287.47

snap masked-Contig867-processed-gene-06-mRNA-1

c0008 00532

c0712 00002

AA scaffold853_12

c0010 00143

rna-MERR LOCUS45825

BnaA03T0396200ZS

BnaC03T0491800ZS

Rs274500

BcaB08g34615

BniB02g0123502N.1

BjuA025453

BnaA07T0039500ZS

Rs329760

BniB03g0629802N.1

BcaB03g16337

BjuA020286

AL3G47670t1

Csa15g0718401

Csa19g0506001

Csa01g0349601

CARHR1062101

BjuA045790

BnaA03T0540800ZS

BnaC07T0517200ZS

BniB02g0866702N.1

BjuB038335

CARHR2421001

evmmodel.scaffold595.38

evmmodel.scaffold236.958

evmmodel.scaffold675.224

BjuB032796

BcaB03g11865

BniB03g0203702N.1

BjuA003232

BjuB045317

BniB05g0042402N.1

Csa10g0082501

Iin23413t1

Aa G
616710t1

c0014 00593

BcaC09g50038

BnaC01T0266100ZS

Iin11717t1

SI scaffold1587_3

CARHR0358701

m
aker-C

ontig3509-snap-gene-08-m
R

N
A-1

LA scaffold1240_3

C
sa00559s0201

AL1G
52230t1

BO
ER

ETT00040963

C
sa05g0581101

C
sa07g0642801

C
sa09g0976601

C
sa17g0106901

AT1G
282901

R
s328620

Thlar0146s0007.1

C
sa01g0227001

C
sa15g0276301

C
sa19g0273401

B
naA

03T0391500ZS

B
caC

01g03118

B
naC

03T0438600ZS

B
caB

04g19056
R

s280610

B
caC

05g28100

B
naC

05T0361900ZS

B
caC

09g50200

B
naC

01T0250700ZS
B

juA
007769

evm
m

odel.scaffold299.109

evm
m

odel.scaffold554.98
B

caC
09g48896

B
naC

01T
0396200Z

S
R

s302740
B

caB
04g20704

C
sa09g0516901

C
sa06g0023601

C
sa09g0045701

C
sa18g0106501

B
naA

07T
0040200Z

S
B

naA
03T

0306500Z
S

B
naC

03T
0367800Z

S
C

sa11g0539601
B

naA
04T

0132300Z
S

B
juA

015807
B

naC
04T

0421000Z
S

B
caC

09g49016
B

juA
000545

rna-M
E

R
R

 LO
C

U
S

13294
A

a G
140680t1

B
juA

044201
B

naA
09T

0624900Z
S

A
L1G

27980t1
C

A
R

H
R

0163501
A

L6G
31330t1

S
I scaffold101_47

B
naA

08T
0126500Z

S
B

O
E

R
E

T
T

00043897
S

I scaffold101_43

C
ar

ub
00

02
s2

37
9.

1
B

os
tr

20
12

9s
01

30
.1

B
O

E
R

E
T

T
00

00
37

81
B

O
E

R
E

T
T

00
00

37
80

A
L2

G
37

06
0t

1
B

ca
B

07
g3

21
17

ev
m

m
od

el
.s

ca
ffo

ld
42

0.
23

3
ev

m
m

od
el

.s
ca

ffo
ld

12
.9

5
ev

m
m

od
el

.s
ca

ffo
ld

17
6.

66
B

ol
00

96
38

B
ju

A
02

60
66

Iin
10

15
3t

1
B

ni
B

04
g0

35
89

02
N

.1
B

ju
A

02
23

69
B

ra
ra

F
01

52
6.

1
c0

56
7 

00
00

1
T

hl
ar

00
62

s0
02

3.
1

sn
ap

 m
as

ke
d-

C
on

tig
23

56
-p

ro
ce

ss
ed

-g
en

e-
05

-m
R

N
A

-1

LA
 s

ca
ffo

ld
15

10
_1

2
B

ra
ra

G
01

11
4.

1
B

ca
B

03
g1

42
75

B
ju

B
03

14
02

R
s5

11
27

0
C

A
R

H
R

02
17

00
1

B
O

E
R

E
T

T
00

00
54

85

B
os

tr
25

57
0s

00
04

.1

C
sa

03
g0

25
10

01

C
sa

14
g0

26
53

01

C
ar

ub
00

01
s2

07
1.

1

C
sa

17
g0

27
21

01

A
h1

G
24

75
01

rn
a-

M
E

R
R

 L
O

C
U

S
35

03
0

S
I s

ca
ffo

ld
10

67
_9

8

ev
m

m
od

el
.s

ca
ffo

ld
47

.3
3

LA
 s

ca
ffo

ld
51

0_
18

ev
m

m
od

el
.s

ca
ffo

ld
93

.3
26

ev
m

m
od

el
.s

ca
ffo

ld
29

6.
45

7

ev
m

m
od

el
.s

ca
ffo

ld
35

6.
37

3

m
ak

er
-C

on
tig

44
86

-s
na

p-
ge

ne
-0

4-
m

R
N

A
-1

C
sa

09
g0

82
63

01

C
sa

16
g0

41
10

01

Th
ha

lv
10

01
88

12
m

B
ca

C
08

g4
55

00

B
ca

B
02

g0
70

85

Bn
iB

06
g0

49
39

02
N

.1

Bn
aC

06
T0

42
89

00
ZS

Bc
aC

08
g4

71
92

Br
ar

aG
02

16
5.

1

Br
ar

aG
03

47
7.

1

Bn
iB

03
g0

56
01

02
N

.1

SI
 s

ca
ffo

ld
20

_5

Th
la

r0
00

8s
04

12
.1

Iin
24

39
8t

1

ev
m

m
od

el
.s

ca
ffo

ld
35

6.
37

0

ev
m

m
od

el
.s

ca
ffo

ld
35

6.
37

1

rn
a-

M
ER

R L
O

CUS7
20

ev
m

m
od

el
.s

ca
ffo

ld
29

6.
45

6

ev
m

m
od

el
.s

ca
ffo

ld
53

.4
87

AA s
ca

ffo
ld

24
01

_6
2

c1
13

5 
00

00
1

ev
m

m
od

el
.s

ca
ffo

ld
24

9.
38

3

ev
m

m
od

el
.s

ca
ffo

ld
35

8.
79

ev
m

m
od

el.
sc

af
fo

ld6
13

.4
61

ev
m

m
od

el.
sc

af
fo

ld4
2.

48
1

AL4
G41

82
0t

1

BOERETT00
02

62
93

Bos
tr2

59
93

s0
46

0.
1

Csa
04

g0
60

76
01

Csa
06

g0
49

36
01

Aa G
40

15
20

t1

Bra
ra

D02
61

5.1

Bra
ra

E00
34

2.1

c0
004 00464

make
r-C

ontig
586-sn

ap-gene-026-m
RNA-1

LA sc
affo

ld884_23

LA sc
affo

ld269_11

Bca
C01g05257

BraraC02188.1

Thlar0014s1
029.1

CARHR1382201

rna-M
ERR LOCUS37670

SI s
ca

ffo
ld2838_130

BnaA03T0209700ZS

BniB08g0280902N.1

BniB06g0020502N.1

AA scaffold3814_7

Iin17035t1

BnaC04T0040000ZS

Bol029987

BnaA05T0037100ZS

Bol021589

BnaC04T0592200ZS

rna-MERR LOCUS3931

rna-MERR LOCUS43731

Aa G271310t1

SI scaffold2478_58

c1337 00001

CARHR1696501

LA scaffold909_11

maker-Contig587-snap-gene-040-mRNA-1

BOERETT00014049

Csa16g0230601

BnaA09T0540400ZS

Iin27607t1

BcaC07g40319

evmmodel.scaffold316.379

evmmodel.scaffold97.334

Rs507940

Carub0008s0750.1

Csa09g0198301

Csa06g0097701

Csa06g0097901

Csa04g0167301

Csa04g0261401

Csa06g0191901

Csa09g0394501

Cagra6296s0005.1

Carub0008s0922.1


