
0.0205

0.0205
0.0216

0.0147

0.0110
0.0496

0.0084

0.0339

0.0216

0.0207
0.0042

0.0370

0.0046

0.0541

0.0417

0.0604
0.0116

0.0049

0.0011

0.0725

0.0435

0.0464
0.0122

0.0081

0.0155

0.0634

0.0632
0.0147

0.0177

0.1199

0.1037

0.1390

0.0687

0.0829
0.0762

0.0845

0.0647

0.1584

0.1744
0.1703

0.0094

0.1024

0.0482

0.0584
0.0099

0.0307

0.0261
0.0023

0.0349

0.0130

0.0543

0.0066

0.0241

0.0288
0.0244

0.0080

0.0446

0.0351

0.0150

0.0148
0.0115

0.0125

0.0117
0.0255

0.0070

0.0168

0.0104

0.0034

0.0466

0.1330

0.0395

0.0496

0.0574
0.0607

0.1210

0.1224

0.0345

0.0230
0.0563

0.0781

0.0089

0.0163

0.0147
0.0150

0.0456

0.0292

0.0846

0.0577

0.0470

0.0248

0.0289
0.0199

0.0297

0.0054

0.0034

0.0280

0.0891

0.1049

0.1532

0.1462

0.1365
0.0210

0.2103

0.0642

0.0271

0.0311
0.3387

0.1313

0.4778

0.0201

0.6144

0.0214

0.1378

0.1575
0.0629

0.1263

0.1368
0.0404

0.1623

0.0202

0.1427

0.0281

0.1405

0.1313
0.0317

0.1752

0.0105

0.1578

0.1038

0.1262

0.0776

0.0698
0.0379

0.0151

0.0865

0.0010

0.0372

0.0175

0.2420

0.0319

0.0859

0.1274

0.1020

0.1193
0.0139

0.5938

0.0706

0.3752

0.1427

0.0910

0.0797
0.0269

0.0611

0.0532

0.0483
0.0337

0.0358

0.0310
0.0010

0.0584

0.0252

0.0215

0.0159
0.0316

0.0496

0.0279

0.0231
0.0255

0.0071

0.0080

0.0123

0.0182

0.0174

0.0169

0.1176

0.4819

0.1511

1.3600

0.1072

1.2812

0.0569

1.2354

0.1184

1.1399

0.1818

0.2029
0.0811

0.0916

0.1350
0.1584

0.4463

0.0640

0.0877
0.1001

0.1752

0.0229

0.1490

0.5938

0.2835

0.1231

0.1143
0.0899

0.4008

0.0939

0.0607

0.0839
0.6193

0.0485

0.0338

0.0407
0.5829

0.0635

0.0923
0.0406

0.1142

0.0236

0.1785

0.0035

0.0798

0.0795

0.0116

0.0126
0.0593

0.0249

0.0646

0.3676

0.1519

0.1297
0.0291

0.1505

0.0371

0.2313

0.0189

0.1118

0.1466

0.0432

0.0505
0.1308

0.0021

0.0506

0.2766

0.0444

0.0956

0.0946

0.1639

0.2683

0.7944

0.0544

0.0374
0.0569

0.0938

0.0864
0.0212

0.0445

0.1496

0.0211

0.1327

0.1531
0.0132

0.0238

0.1148

0.1117

0.3957

0.0407

0.3867

0.0185

0.4153

0.4305
0.0559

0.1032

0.1529

0.1438
0.3395

0.1836

0.1880

0.2214
0.3305

0.4666

0.1268

0.0888

0.1346
0.3869

0.0461

0.5649

0.0889

0.0996

0.0305
0.4546

0.1867

0.0994
0.4562

0.0695

0.0777

0.0207
0.2916

0.4527

0.0951

0.1656

0.2173
0.3997

0.1637

0.2826

0.3189
0.3015

0.5496

0.3708

0.3274
0.1528

0.0491

0.1246

0.0435

0.0576

0.0789

0.2521

0.4460

0.0000

SCG589891 alpha-glucosidase_Micromonospora_inositola
WP 1303409431_alpha-amylase_family_glycosyl_hydrolase_Micromonospora_kangleipakensis
SCF320831 alpha-glucosidase_Micromonospora_chaiyaphumensis
WP 1542283621_glycoside_hydrolase_family_13_protein_Micromonospora_terminaliae
SCE941621 alpha-glucosidase_Micromonospora_chokoriensis
SCE959991 alpha-glucosidase_Micromonospora_coriariae
WP 1098194061_glycoside_hydrolase_family_13_protein_Micromonospora_acroterricola
SCF088861 alpha-glucosidase_Micromonospora_mirobrigensis
MCM06743251 glycoside_hydrolase_family_13_protein_Micromonospora_phytophila
WP 1207306511_glycoside_hydrolase_family_13_protein_Micromonospora_endolithica
SCL183351 alpha-glucosidase_Micromonospora_nigra
SCL669231 alpha-glucosidase_Micromonospora_citrea
SCG145381 alpha-glucosidase_Micromonospora_echinofusca
SCL618541 alpha-glucosidase_Micromonospora_yangpuensis
WP 0673717051_glycoside_hydrolase_family_13_protein_Micromonospora_rosaria
MBB49604161 alpha-glucosidase_Micromonospora_polyrhachis
SKC685931 alpha-glucosidase_Krasilnikoviella_flava
MBA88094491 alpha-glucosidase_Promicromonospora_sukumoe
WP 2538673581_glycoside_hydrolase_family_13_protein_Promicromonospora_umidemergens
MBA88067141 alpha-glucosidase_Promicromonospora_sukumoe
SKC564131 alpha-glucosidase_Krasilnikoviella_flava
MBB49598851 alpha-glucosidase_Micromonospora_polyrhachis
SCL493091 alpha-glucosidase_Micromonospora_yangpuensis
WP 0673689641_glycoside_hydrolase_family_13_protein_Micromonospora_rosaria
MCM06773961 glycoside_hydrolase_family_13_protein_Micromonospora_phytophila
SCL555501 alpha-glucosidase_Micromonospora_citrea
SCG184811 alpha-glucosidase_Micromonospora_echinofusca
WP 1207301111_glycoside_hydrolase_family_13_protein_Micromonospora_endolithica
SCE808811 alpha-glucosidase_Micromonospora_coriariae
WP 1098189571_glycoside_hydrolase_family_13_protein_Micromonospora_acroterricola
SCL271921 alpha-glucosidase_Micromonospora_nigra
SCE756521 alpha-glucosidase_Micromonospora_mirobrigensis
SCG432171 alpha-glucosidase_Micromonospora_inositola
WP 1303314951_glycoside_hydrolase_family_13_protein_Micromonospora_kangleipakensis
SCE825101 alpha-glucosidase_Micromonospora_chaiyaphumensis
WP 1542298901_glycoside_hydrolase_family_13_protein_Micromonospora_terminaliae
MBA88069341 alpha-glucosidase_Promicromonospora_sukumoe
WP 2538693601_glycoside_hydrolase_family_13_protein_Promicromonospora_umidemergens
SKC505991 alpha-glucosidase_Krasilnikoviella_flava
SCG735911 alpha-glucosidase_Micromonospora_inositola
WP 2426241621_glycoside_hydrolase_family_13_protein_Micromonospora_kangleipakensis
WP 0673677191_glycoside_hydrolase_family_13_protein_Micromonospora_rosaria
SCF143361 alpha-glucosidase_Micromonospora_chaiyaphumensis
WP 1542262251_glycoside_hydrolase_family_13_protein_Micromonospora_terminaliae
SCF211531 alpha-glucosidase_Micromonospora_mirobrigensis
MCM06751401 glycoside_hydrolase_family_13_protein_Micromonospora_phytophila
WP 1207295911_glycoside_hydrolase_family_13_protein_Micromonospora_endolithica
SCE783391 alpha-glucosidase_Micromonospora_chokoriensis
SCE850241 alpha-glucosidase_Micromonospora_coriariae
WP 1098197061_glycoside_hydrolase_family_13_protein_Micromonospora_acroterricola
MBB39407841 oligo-1_6-glucosidase/alpha-glucosidase_Novosphingobium_fluoreni
WP 1609851671_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_silvae
CAD729441 oligo-1_6-glucosidase_Rhodopirellula_baltica_SH_1
SFW244921 alpha-glucosidase_Chitinophaga_sancti
WP 1168546921_alpha-amylase_family_glycosyl_hydrolase_Chitinophaga_silvisoli
WP 1277050171_alpha-glucosidase_Novosphingobium_umbonatum
WP 2538728211_maltose_alpha-D-glucosyltransferase_Promicromonospora_umidemergens
WP 1277060161_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_umbonatum
WP 1277082091_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_umbonatum
EQB197171 hypothetical_protein_L284_00080_Novosphingobium_lindaniclasticum_LE124
WP 2672182651_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_clariflavum
MBC26674881 alpha-glucosidase_Novosphingobium_flavum
MBC26681021 DUF3459_domain-containing_protein_Novosphingobium_piscinae
GHA026871 alpha-amylase_Novosphingobium_arvoryzae
WP 1008668151_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_kunmingense
WP 0679110821_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_fuchskuhlense
MBC26679781 DUF3459_domain-containing_protein_Novosphingobium_piscinae
WP 1609847181_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_silvae
WP 1030949641_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_guangzhouense
EQB076351 alpha-amylase_Novosphingobium_lindaniclasticum_LE124
WP 2672209231_alpha-amylase_family_glycosyl_hydrolase_Novosphingobium_clariflavum
SKC589751 maltose_alpha-D-glucosyltransferase/_alpha-amylase_Krasilnikoviella_flava
MBA88090811 maltose_alpha-D-glucosyltransferase/alpha-amylase_Promicromonospora_sukumoe
WP 2538676601_alpha-amylase_family_glycosyl_hydrolase_Promicromonospora_umidemergens
SKC686331 alpha-glucosidase_Krasilnikoviella_flava
MBB49598901 alpha-glucosidase_Micromonospora_polyrhachis
SCL493261 alpha-glucosidase_Micromonospora_yangpuensis
WP 0673690101_alpha-amylase_family_glycosyl_hydrolase_Micromonospora_rosaria
SCL272191 alpha-glucosidase_Micromonospora_nigra
SCE808381 alpha-glucosidase_Micromonospora_coriariae
WP 1098189521_glycoside_hydrolase_family_13_protein_Micromonospora_acroterricola
SCL555271 alpha-glucosidase_Micromonospora_citrea
SCG184761 alpha-glucosidase_Micromonospora_echinofusca
MCM06776601 glycoside_hydrolase_family_13_protein_Micromonospora_phytophila
SCE824481 alpha-glucosidase_Micromonospora_chaiyaphumensis
WP 1542298951_glycoside_hydrolase_family_13_protein_Micromonospora_terminaliae
SCE755591 alpha-glucosidase_Micromonospora_mirobrigensis
SCG431721 alpha-glucosidase_Micromonospora_inositola
WP 1303315051_glycoside_hydrolase_family_13_protein_Micromonospora_kangleipakensis
CAD736181 4-alpha-glucanotransferase_Rhodopirellula_baltica_SH_1
SCF272691 alpha-glucosidase_Micromonospora_mirobrigensis
WP 1115928571_DUF5110_domain-containing_protein_Chitinophaga_dinghuensis
WP 1168518201_DUF5110_domain-containing_protein_Chitinophaga_silvisoli
MBC26687951 glycoside_hydrolase_family_31_protein_Novosphingobium_piscinae
WP 1277097691_glycoside_hydrolase_family_31_protein_Novosphingobium_umbonatum
WP 1030978791_glycoside_hydrolase_family_31_protein_Novosphingobium_guangzhouense
WP 1609861711_glycoside_hydrolase_family_31_protein_Novosphingobium_silvae
SFW732151 Galactose_mutarotase-like_Chitinophaga_sancti
WP 1168548431_DUF5110_domain-containing_protein_Chitinophaga_silvisoli
WP 1573027941_glycoside_hydrolase_family_31_protein_Chitinophaga_oryziterrae
WP 1573063891_DUF5110_domain-containing_protein_Chitinophaga_tropicalis
GAC220151 alpha-glucosidase_Paraglaciecola_arctica_BSs20135
GAC319821 alpha-glucosidase_Paraglaciecola_polaris_LMG_21857
GGZ674841 hypothetical_protein_GCM10011274_27560_Paraglaciecola_oceanifecundans
SFW734761 alpha-glucosidase_Chitinophaga_sancti
WP 1168571201_DUF5110_domain-containing_protein_Chitinophaga_silvisoli
SFW131961 Alpha-glucosidase_glycosyl_hydrolase_family_GH31_Chitinophaga_sancti
WP 1168560011_DUF5110_domain-containing_protein_Chitinophaga_silvisoli
SHM715851 alpha-glucosidase_Chitinophaga_jiangningensis
WP 1115926971_glycoside_hydrolase_family_31_protein_Chitinophaga_dinghuensis
MBC99295961 glycoside_hydrolase_family_31_protein_Chitinophaga_qingshengii
WP 0981949311_glycoside_hydrolase_family_31_protein_Chitinophaga_caeni
WP 1573026151_glycoside_hydrolase_family_31_protein_Chitinophaga_oryziterrae
WP 1573098761_glycoside_hydrolase_family_31_protein_Chitinophaga_tropicalis
SFW243441 alpha-glucosidase_Chitinophaga_sancti
WP 1168547011_glycoside_hydrolase_family_31_protein_Chitinophaga_silvisoli
SHL889691 alpha-glucosidase_Chitinophaga_jiangningensis
WP 2459508061_glycoside_hydrolase_family_31_protein_Chitinophaga_dinghuensis
MBC99315551 DUF4968_domain-containing_protein_Chitinophaga_qingshengii
WP 0981928891_DUF4968_domain-containing_protein_Chitinophaga_caeni
WP 2409152561_glycoside_hydrolase_family_31_protein_Chitinophaga_oryziterrae
WP 1573043361_glycoside_hydrolase_family_31_protein_Chitinophaga_tropicalis
SFW403151 alpha-glucosidase_Chitinophaga_sancti
WP 1168528861_DUF4968_domain-containing_protein_Chitinophaga_silvisoli
WP 1030988721_glycoside_hydrolase_family_97_protein_Novosphingobium_guangzhouense
EQB076341 alpha-glucosidase_Novosphingobium_lindaniclasticum_LE124
WP 2672209211_glycoside_hydrolase_family_97_protein_Novosphingobium_clariflavum
WP 2458923431_glycoside_hydrolase_family_97_protein_Novosphingobium_guangzhouense
WP 2374495631_glycoside_hydrolase_family_97_protein_Novosphingobium_silvae
GHA026911 alpha-glucosidase_Novosphingobium_arvoryzae
MBC26679791 glycoside_hydrolase_family_97_protein_Novosphingobium_piscinae
WP 0826980121_glycoside_hydrolase_family_97_protein_Novosphingobium_fuchskuhlense
WP 1277060141_glycoside_hydrolase_family_97_protein_Novosphingobium_umbonatum
WP 1008668161_glycoside_hydrolase_family_97_protein_Novosphingobium_kunmingense
GAC176511 alpha-glucosidase_Paraglaciecola_arctica_BSs20135
WP 1115906691_glycoside_hydrolase_family_97_protein_Chitinophaga_dinghuensis
GAC203611 hypothetical_protein_GARC_3403_Paraglaciecola_arctica_BSs20135
MBA88075751 hypothetical_protein_FHX71_001517_Promicromonospora_sukumoe
WP 2538680291_glycoside_hydrolase_family_97_catalytic_domain-containing_protein_Promicromonospora_umidemergens
MBC99327171 glycoside_hydrolase_family_97_catalytic_domain-containing_protein_Chitinophaga_qingshengii
SHM495941 Glycosyl-hydrolase_97_C-terminal_oligomerisation_Chitinophaga_jiangningensis
WP 2325391331_glycoside_hydrolase_family_97_catalytic_domain-containing_protein_Chitinophaga_tropicalis
MBA88075511 hypothetical_protein_FHX71_001493_Promicromonospora_sukumoe
WP 2538763201_glycoside_hydrolase_family_97_catalytic_domain-containing_protein_Promicromonospora_umidemergens
SCF271691 Glycosyl-hydrolase_97_C-terminal_oligomerisation_Micromonospora_mirobrigensis
SFW182871 alpha-glucosidase_Chitinophaga_sancti
WP 1994151131_glycoside_hydrolase_family_97_protein_Chitinophaga_silvisoli
WP 1572987741_glycoside_hydrolase_family_97_protein_Chitinophaga_oryziterrae
WP 1573077661_glycoside_hydrolase_family_97_protein_Chitinophaga_tropicalis
SFW237691 alpha-glucosidase_Chitinophaga_sancti
WP 1168547361_glycoside_hydrolase_family_97_protein_Chitinophaga_silvisoli
GAC212381 alpha-glucosidase_Paraglaciecola_arctica_BSs20135
WP 2056912121_glycoside_hydrolase_family_97_protein_Chitinophaga_oryziterrae
WP 1573063661_glycoside_hydrolase_family_97_protein_Chitinophaga_tropicalis
SHM497321 alpha-glucosidase_Chitinophaga_jiangningensis
WP 1573077951_glycoside_hydrolase_family_97_protein_Chitinophaga_tropicalis
CAD789161 alpha-glucosidase_Rhodopirellula_baltica_SH_1
WP 1115943211_glycoside_hydrolase_family_97_protein_Chitinophaga_dinghuensis
WP 2325388701_glycoside_hydrolase_family_97_N-terminal_domain-containing_protein_Chitinophaga_tropicalis


