
Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s
Te

qu
at

ro
vi

ru
s

Te
qu

at
ro

vi
ru

s
Te

qu
at

ro
vi

ru
s

Te
qu

at
ro

vi
ru

s
Te

qu
at

ro
vi

ru
s

Te
qu

at
ro

vi
ru

s
Te

qu
at

ro
vi

ru
s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vi
ru

s

Te
qu

at
ro

vir
us

Te
qu

at
ro

vir
us

Te
qu

at
ro

vir
us

Te
qu

at
ro

vir
us

Te
quatro

vir
us

Te
quatro

vir
us

Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus
Tequatrovirus

TequatrovirusTequatrovirus

TequatrovirusTequatrovirus

Tequatrovirus
Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus

Tequatrovirus

Kanagawavirus

KanagawavirusKaram
virus

Karam
virusG

aprivervirus

G
aprivervirus

K
anagaw

avirus

K
anagaw

avirus

K
anagaw

avirus

K
anagaw

avirus

G
aprivervirus

G
aprivervirus

G
aprivervirus

G
aprivervirus

G
aprivervirus

G
aprivervirus

O
unavirinae

O
unavirinae

O
unavirinae

O
unavirinae

O
unavirinae

O
unavirinae

O
unavirinae

O
unavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae

Ounavirinae
Ounavirinae

Ounavirinae Ounavirinae

Ounavirinae Ounavirinae

Ounavirinae
Ounavirinae

Ounavirinae

Ounavirinae

Ounavirin
ae

Ounavirin
ae

Ounavir
inae

Ounavir
inae

Oun
av

irin
ae

Oun
av

irin
ae

O
unavirinae

O
unavirinae

YP 0096147791__Shigella_phage_Sf22

Y
P

 0100773881__Yersinia_phage_P
Y

P
S

2T

Y
P

 0096189351__S
higella_phage_S

f21
Y

P
 0091109471__S

higella_phage_pS
s-1 Y

P
 0

10
07

59
27

1_
_S

hi
ge

lla
_p

ha
ge

_C
M

8
Y

P
 0

10
10

61
20

1_
_P

ha
ge

_N
B

E
co

00
3

Y
P

 0
10

07
07

80
1_

_E
sc

he
ric

hi
a_

ph
ag

e_
vB

_E
co

M
_G

90
62

Y
P

 0
10

07
05

06
1_

_E
sc

he
ric

hi
a_

ph
ag

e_
vB

_E
co

M
_G

45
07

YP
 0

10
06

86
15

1_
_E

sc
he

ric
hi

a_
ph

ag
e_

vB
_E

co
M

_F
1

YP
 0

10
07

43
30

1_
_E

sc
he

ric
hi

a_
ph

ag
e_

te
qh

ad

YP 8
03

06
61

_E
sc

he
ric

hia
_p

ha
ge

_R
B32

YP 0091485681__Esc
heric

hia_phage_HY01

YP 0100663291__Enterobacteria_phage_GiZh

YP 0100657711__Citrobacter_phage_PhiZZ23

QEG051671 _Shigella_phage_JK23

QPI173491 _Escherichia_phage_T4

UIU278021 _Escherichia_phage_vB_EcoM_SA21RB
QQM157691:1-162 Escherichia phage vB EcoM-BECP11

YP 0100691481__Escherichia_phage_vB_EcoM-fFiEco06

QXV755141:1-162 Escherichia phage AdolfPortmann

WAX130501:1-161 Escherichia phage ECO07P2

QXV724751 _Shigella_phage_PSD9

YP 0100917301:1-162 Cronobacter phage Pet-CM
3-4

YP 0090053921:1-162 Enterobacter phage PG
7

Y
P

 0091902861:1-158 E
dw

ardsiella phage P
E

i20

Y
P

 0106500901:1-163 K
osakonia phage 305

pS
E

-M
719-6W

T
2

Q
U

L776291 E
scherichia_phage_U

P
E

C
07Y

P
 0

03
93

47
51

1_
S

hi
ge

lla
_p

ha
ge

_S
P

18

Q
B

P
33

18
01

 _
S

hi
ge

lla
_p

ha
ge

_S
ilv

er
ha

w
ki

um

pS
E

-M
71

9-
6W

T
1

Q
A

X
98

33
41

 E
sc

he
ric

hi
a_

ph
ag

e_
E

cS
zw

-2

YP
 0

09
19

93
75

1_
_E

sc
he

ric
hi

a_
ph

ag
e_

ph
iS

U
SP

1

YP 0
09

17
73

43
1_

_C
itr

ob
ac

te
r_

ph
ag

e_
M

ich
on

ne

YP 0091457341__Citro
bacte

r_
phage_Moogle

UHS654061 _Citro
bacte

r_phage_vB
_CbrM

_HP1

YP 0096185641__Shigella_phage_Sf14

AUV562341 _Shigella_phage_Sf19
QIN925021 _Phage_NBEco004YP 0096004601__Salmonella_phage_Mushroom

AGF887681 Salmonella_phage_FSL_SP-010

NP 9448461_Salmonella_phage_FelixO1

UPW362151 Salmonella_phage_OPT-SAL01

YP 0092882201_Escherichia_phage_vB_EcoM_Alf5

YP 0029228211_Escherichia_phage_wV8

YP 0096068081_Escherichia_typing_phage_1


