0.0542

0.0083 0.0000

0.008

2999 TraesCSB6A02G 147000 (Triticum aestivum)

0.094%

0.0571

0.094

931 112esCS6D02G 136300 (Triticum aestivum)

TraesCS6B02G175200 (Triticum aestivum)

1

0.0633

0s1290192500-OsTH1 (Oryza sativa)
00292 7Mm00001d041829 (Zea mays)

0.014%

0.2913

9151 SORBI3008G067100 (Sorghum bicolor)

0.0197

0.149

A4U43 CO09F2700 (Asparagus officinalis)
29280 GLYMA08G 188200 (Glycine max)

0.0902

0.077(

0.1341

).022

-933% GLYMA12G 169900 (Glycine max)

?ﬂ) A4A49 24859 (Nicotiana attenuata)

0.043¢

0.0408

D.046

0.0503

-142% BA56 013G038700 (Gossypium raimondii)

AT1G22940-AtTH1 (Arabidopsis thaliana)

09939 BnaA09g30250D (Brassica napus)
D.0104

0.028f

0.3288

D.024

0.2303

—— BnaC05g18230D (Brassica napus)
MARPO 0071s0067 (Marchantia polymorpha)
8@ Pp3cl 39340 (Physcomitrium patens)

2983 SEL MODRAFT 132867 (Selaginella moellendorffii)

CHLRE 08g365600v5 (Chlamydomonas reinhardtii)

0.0249

0.5928

0.016(

0.0185

0.0231

D.054

WP 0031003351-thiD (Pseudomonas aeruginosa)
9&82 WP 0039734311-thiD (Streptomyces coelicolor)

0.0263

%47 \WP 0034021471-thiD (Mycobacterium tuberculosis)

9398 CHC T00006163001 (Chondrus crispus)

0.0122%

0.069(

0.0596

0.107

42" NP 5965251-THI22 (Schizosaccharomyces pombe)

s NP 5965241-THI21 (Schizosaccharomyces pombe)

D.0194

0.014

0.3477

1% NP 5879351 (Schizosaccharomyces pombe)

WP 0034364921-thiD (Clostridioides difficile)
221" \WP 0008222681-thiD (Escherichia coli)

0.0246

D.0101

D.017%

0.397

0.3809

-31%%\WP 0108894311 (Deinococcus radiodurans)

WP 0002217511-thiD (Streptococcus pneumoniae)
0

0.070

D.067

WP 0614301351 (Microcystis aeruginosa)
23499 \WP 0032450501-thiD (Bacillus subtilis)

oo1s R WP 0022601171 (Neisseria meningitidis)

0.3813
:';_

0.659

).4488

2

0.0707

0.5832

).4869
D.020

0.1340

XP 0013517631 (Plasmodium falciparum)

NP 0154462-THI22 (Saccharomyces cerevisiae)
99958 NP 0150651-THI21 (Saccharomyces cerevisiae)

9% NP 0145861-THI20 (Saccharomyces cerevisiae)

0.0635

WP 0110724201-thiDE (Shewanella oneidensis)
93998 \WP 0032426451-pdxK (Bacillus subtilis)

0.3287

0.6587

0.0poo

0.0598

.302

%7 \WP 0007947751-pdxK (Streptococcus pneumoniae)

WP 0000966481-pdxK (Escherichia coli)
2> NP 0011199211-pdxK (Danio rerio)

0.067

4330 \p 9960311-pdxK (Drosophila melanogaster)

22599 NP 5933961-THI6 (Schizosaccharomyces pombe)

0.0237

0.0235

0.0391

D.0584

0.023

0.9385

0.5076

2% NP 0151101-THI6 (Saccharomyces cerevisiae)

WP 0004685831-thiE (Streptococcus pneumoniae)
o239 WP 0034364881-thiE (Clostridioides difficile)

075§ 120 \Wp 0010782311-thiE (Streptomyces coelicolor)
0.4400

Zm00001d035329 (Zea mays)

0.2062

XP 9661272 (Plasmodium falciparum)
04928 \Wp 0022231861-thiE (Neisseria meningitidis)

0.8656

0.6543

4% \WP 0002846021-thiE (Escherichia coli)

).0669

D.0594

0.1071

WP 0030931481-thiE (Pseudomonas aeruginosa)
92344 \WP 0039767121-thiE (Streptomyces coelicolor)

D.301

0.4111
).0346

-392° WP 0034021151-thiE (Mycobacterium tuberculosis)

WP 0274797601 (Deinococcus radiodurans)
o= WP 1940202121 (Synechocystis salina)

0.5392

1558 WP 0614319681-thiE (Microcystis aeruginosa)

WP 0032441281-thiE (Bacillus subtilis)
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