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A/swine/England/645913/1996(H1N2)NA Eurasian avian-like
sublineage 2Ahu2a (theEnglish swH1N2)A/swine/England/448813/1994(H1N2)
sublineage 2Ahu2 (the English swH3N2)A/swine/England/375017/1993(H3N2)
sublineage 2Ahu1a Continental human-like swH1N2 A/swine/Gent/7625/1999(H1N2)
sublineage 2Ahu2b (the Gent/1999-like swH1N2)A/swine/Gent/7625/1999(H1N2)
A/equine/Sussex/1/1989(H3N8)NA
A/chicken/Guangxi/015C10/2009(H3N2) NA Avian-like
A/duck/China/322D22/2018(H3N2)NA
A/HuNan/01/2014(H3N2) NA Early human-like
A/swine/HuNan/01/2008(H3N2)NA
sublineage 2Ahu1b with NA of the Gent/1984-like viruses A/swine/Gent/1/1984(H3N2)
sublineage 2Ahu1b with NA of the A/swine/Netherlands/Gladau-409/2012(H1N2)
sublineage 2Ahu1b with NA of the A/swine/Rietberg/19732/2014(H3N2)
sublineage 2Ahu1b with NA of the A/swine/Emmelsbuell/9876/2009(H1N2)
sublineage 2Ahu1b with NA of the A/swine/Papenburg/IDT12653/2010(H1N2)
A/swine/Nebraska/A01270879/2012 (H3N2)(geno type 6 clade IV-F) NA
A/swine/Nebraska/A01241171/2012(H3N2) (genotype 4 clade IV-F) NA
A/swine/Korea/CAS05/2004(H3N2) Clade 2 NA Recent human-like
A/Swine/Colorado/23619/99(H3N2) Clade 2 NA Recent human-like
A/New York/333/1999(H3N2) Clade 2 NA Recent human-like
A/swine/Guangdong/1/2010(H1N2)NA Eurasian avian-like
A/Swine/Nebraska/209/98 (H3N2) Clade 1 NA Recent human-like
A/Swine/Oklahoma/18717/99(H3N2) Clade 3 NA Recent human-like
A/Swine/Oklahoma/18089/99(H3N2) Clade 3 NA Recent human-like
A/swine/Iowa/ A01203943/2012 (H3N2)(genotype 15 clade IV-B) NA
A/swine/British Columbia/28103/2005(H3N2) Clade 4 NA Recent human-like
A/swine/Minnesota/A01125993/2012(H3N2) (genotype 3 clade IV-B) NA
A/swine/Indiana/A01260254/2013(H3N2) (genotype 10 clade IV-A) NA
A/swine/Indiana/ A00968373/2012(H3N2) (genotype 1 clade IV-A) NA
A/Guangxi-Babu/1913/2018 |_NA_Recent_human-like
A/Guangxi-Chengzhong/11200/2020 |_NA_Recent_human-like
A/Guizhou-Honghuagang/325/2019 |_NA_Recent_human-like
A/Guangdong-Rongcheng/881/2020 |_NA_Recent_human-like
A/Guangdong-Duanzhou/312/2019 |_NA_Recent_human-like
A/Anhui-Shushan/333/2018 |_NA_Recent_human-like
A/Guangxi-Fangcheng/11111/2021 |_NA_Recent_human-like
A/Guizhou-Liuzhite/326/2022 |_NA_Recent_human-like
A/Guangxi-Fangcheng/11343/2021 |_NA_Recent_human-like
A/Guangdong-Zhongshan/1443/2022 |_NA_Recent_human-like
A/New York/55/2004(H3N2)NA
A/Guangdong/YueFang277/2017(H3N2)NA
A/swine/Guangxi/2242/2011(H3N2)NA

A/swine/Shandong/15/2018(H3N2)NA
A/swine/Shanxi/25/2017(H3N2)NA
A/swine/Jiangsu/75/2016(H3N2)NA
A/swine/Shanxi/23/2016(H3N2)NA
A/swine/Shanxi/112/2018(H3N2)NA
A/swine/Jiangsu/69/2013(H3N2)NA
A/swine/Shanxi/47/2017(H3N2)NA
A/swine/Guangxi/100/2018(H3N2)NA
A/swine/Jiangsu/66/2013(H3N2)NA
A/swine/Jiangsu/71/2013(H3N2)NA
A/swine/Jiangsu/77/2013(H3N2)NA
A/swine/Shanxi/27/2013(H3N2)NA
A/swine/Jiangsu/63/2014(H3N2)NA
A/swine/Shanxi/104/2018(H3N2)NA
A/swine/Hunan/49/2017(H3N2)NA
A/swine/Shanxi/30/2013(H3N2)NA
A/swine/Jiangxi/21/2013(H3N2)NA
A/swine/Shanxi/24/2013(H3N2)NA
A/swine/Hunan/52/2013(H3N2)NA
A/swine/Jiangsu/64/2013(H3N2)NA
A/swine/Shanxi/45/2017(H3N2)NA
A/swine/Jiangsu/67/2014(H3N2)NA


