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Civ01.chr04G16600
CCA0587S0188
Ptst 18884t1
Ptst 13722t1
VIT 212s0028g033501
VIT 219s0014g023501
Ptst 26016t1
Ptst 28467t1
CCA0836S0085
Civ01.chr10G10360
Ptst 20262t1
CCA0539S0195
Civ01.chr05G14490
VIT 210s0003g000501
AT2G338101
AT1G531602
AT3G152701
CCA0961S0060
Civ01.chr15G02160
Ptst 06989t1
Civ01.chr14G06860
CCA0576S0140
Civ01.chr08G02380
Ptst 00637t1
Ptst 14806t1
CCA1140S0027
VIT 204s0210g001701
LOC Os07g321701
Civ01.chr13G03190
Ptst 16959t1
CCA0819S0021
Civ01.chr16G06040
CCA0884S0100
Ptst 15781t1
VIT 215s0021g023003
AT1G020651
LOC Os02g080701
LOC Os06g448601
LOC Os04g561701
LOC Os01g698301
LOC Os11g303701
Civ01.chr03G09470
CCA1287S0030
Ptst 08945t1
Ptst 15044t1
CCA0513S0010
Civ01.chr12G11510
VIT 201s0010g039102
Civ01.chr07G00470
CCA0573S0065
Ptst 40476t1
Ptst 28819t1
Civ01.chr15G09330
CCA0597S0042
Ptst 00825t1
AT5G506701
AT5G505701
VIT 217s0000g012601
Civ01.chr09G13190
CCA1126S0035
Ptst 05794t1
Civ01.chr04G05270
CCA0520S0195
Ptst 00449t1
VIT 214s0068g017801
LOC Os09g329441
LOC Os08g419401
AT1G691701
Civ01.chr07G19890
Civ01.chr07G05100
CCA0507S0112
Ptst 08446t2
Ptst 41051t1
CCA0844S0001
VIT 217s0000g050201
Civ01.chr12G12570
CCA0513S0141
Ptst 33643t1
CCA0852S0029
Civ01.ContigUN00480
VIT 201s0011g001301
LOC Os02g077801
LOC Os06g453101
VIT 211s0065g001703
CCA1287S0043
Civ01.chr03G09560
Ptst 14377t1
Ptst 42640t1
Civ01.chr12G11650
CCA0513S0025
Ptst 36878t1
Ptst 00714t1
VIT 201s0010g037105
AT5G432702
AT1G273701
AT1G273601
LOC Os06g490104
LOC Os02g046801
LOC Os08g398901
LOC Os09g314381
VIT 208s0007g062701
Ptst 31308t1
Ptst 11689t1
CCA0862S0055
Civ01.ContigUN36920
Civ01.chr10G12650
Civ01.chr05G17210
Ptst 20881t1
CCA0748S0078
AT2G422001
AT3G579201
Civ01.chr13G03200
CCA0819S0022
Ptst 25162t1
Ptst 16960t1
Civ01.chr16G06050
CCA0884S0099
Ptst 14727t1
VIT 215s0021g022901
LOC Os04g465801
Ptst 29632t1
Ptst 27045t1
Ptst 42784t1
Ptst 29191t1
Civ01.chr01G14430
CCA0975S0032
Civ01.chr14G02030
Ptst 16588t3
VIT 205s0020g021601
AT5G188303
LOC Os05g338101
Civ01.chr08G09420
CCA0701S0046
Ptst 14792t2
Civ01.chr06G09450
CCA1407S0011
VIT 218s0122g003802
AT1G765801
AT1G209801
LOC Os08g402601
Civ01.chr08G08910
CCA0526S0228
Ptst 08734t1
CCA0886S0013
Civ01.chr06G10300
Ptst 31734t1
Ptst 14866t1
AT2G470701
AT3G600301
VIT 207s0005g022601
VIT 201s0026g018201
CCA0737S0034
Civ01.chr01G16680
Ptst 39902t1
Civ01.chr14G03670
Civ01.chr14G03580
CCA0623S0065
Ptst 08898t1
Ptst 30049t1
VIT 205s0020g007004
LOC Os03g617601
LOC Os01g188501


