protein domain
@ FH
@ ORDs

@ FFAT motif

992

.914

- AtORP1C
oue BnaCO090RP1C
’ BnaAO3ORP1C
BnaCO30ORP1C
BnaAO9ORP1C

AtORP1A

' AtORP1B

AtORP1D
BnaAO60ORP1D
BnaCO50RP1D
BnaAO30ORP2B
BnaC0O30ORP2B

AtORP2B
BnaAOSORP2A
BnaCO30ORP2A

AtORP2A
487_ BnaAO10ORP2A

BnaCO10ORP2A
BnaA100ORP3A
BnaCO90RP3A
AtORP3A

BnaCO010ORP3B
BnaAO1ORP3B

4T%

AtORP3B

.336

BnaCO50RP3B
BnaCO30ORP3B
24L_ BnaAO50RP3A

.94

2% BnaAO30ORP3B

— BnaAL0ORP4C
AQ{E BnaCO90RP4C
AtORP4C

- BnaCO10ORP4A-1

' BnaAO1ORP4B-1
988AtORP4A
.614' AtORP4B

- BnaCO10ORP4A-2

BnaAO1ORP4B-2

|

|

}

i

m

|

"

I

|

+

I

f

l!

o

200 400

i

|

|

|

600

o]
o
o



