
XP 015639145
XP 015639146
BAS746451
NP001105074
NP 001142382
LOC Os06g180101
AT1G658801
LOC Os08g347901
AAZ204291
NP 0013625651
AT3G46130
AT3G103401
ADQ274431
BBF249391
XP 015639147
AT5G635901
NP 1812411
CAA503761
NM 102790
NP 2002171
AT5G139301
CAA802641
BAT132811
ACX502882
AGC667911
Solyc04g0784201.1
LOC Os06g103501
AF320614
AAX530871
AT5G355501
ALU578261
AT4G228701
BAO516541
OAP146441
ANB664121
ALU578271
ASY066121
Prupe5G006200.1
XP 0280804091
BAO516531
NP 0012809581
BAI497191
NP 0012679531
ATC419821
AFL024611
XP 0083378751
AFJ530531
BAG128931
PtMATE
ARK193111
Prupe1G405200.1
AFL024601
ACR837051
ABB847571
ATC419811
ATC419851
XP 0023036771
XP 0023045701
Prupe2G192100.1
AIF704411
NP 0012681601
XP 0023026441
APZ743381
BAI497211
ATC419831
AAZ204381
NP 1910721
Solyc01g0796202.1
Prupe8G270000.1
XP 0280665261
AAK973961
ACV816971
ACT882981
NP 1918201
NP 1822681
AID685651
AHI437881
Solyc02g0881902.1
XP 0116538371
AID563131
NP 5641762
ABD602791
AEO274971
AUV472411
ONM612971
AEM173491
AEM173521
AEM173511
NP 0011060092
CAJ422041
AEM173501
AEM173481
AGS553561
sp|P813931|MYB08 ANTMA
Prupe8G164300.1
AID563141
ADL367561
ADX333311
ADY383932
ABL615151
ANR023491
CAJ422021
NP 0011059492
ATO583771
AEG647991
ACN942691
ARB515991
XP 0280990081
CAE090581
XP 0023061801
AMY627931
CAJ422011
NP 1926841
AFH030531
PotriT011400.1
XP 0281195671
APZ743391
APZ743411
NP 1792631
NP 1952251
APZ743401
NP 1955741
AAC835821
sp|P813951|MYB30 ANTMA
AHX243721
ANB664151
BAP398021
BAD040301
Solyc07g0550001.1
XP 0281223041
AFH030641
ALO810211
AXY052771
AXY052761
XP 0281104991
XP 0023058721
AJI768631
ACM627491
Prupe3G158700.1
XP 0063725861
AIP983851
AMB270821
XP 0281166091
ADK561631
QEA092301
AFD318161
NP 0012659921
NP 0012681331
ABW343931
XP 0280636081
NP 5645191
XP 0349330291
NP 1772591
AUG723621
AUG723601
AUG723611
NP 1821641
Solyc02g0777901.1
NP 1755791
Prupe4G187100.1
NP 1990941
XP 015635040
BAT143271
CAA862201
ABB845271
AQL01906
XP 015637730
XP 010232274
NP 001159290
XP 020397852
LOC Os02g416302
ABX799481
AGZ164071
XP 015638807
XP 015638061
NP 0013224051
AHX243711
AAN858261
Solyc10g0524901.1
XP 015637731
AT5G042301
AT5G043401
OAP075821
LOC Os07g110201
NP 1747372
ABL846921
ABO649301
NP 0012678691
AT5G525101
AT5G112601
LOC Os03g605091
XP 0280564241
At5g05600
LOC Os11g269501
LOC Os02g081001
AMR433681
AQM376471
AT2G372601
ASR831031
XP 0280939551
XP 015639821
XP 003569748
LOC Os02g281701
BAC83982
XP 003563058
NP 001335896
Solyc12g0173701.1
AT3G025401
AT1G636501
Solyc09g0591701.1
LOC Os03g030341
Prupe4G040900.1
AT3G489901
XP 003567088
XP 008653119
P511051
BAB68081
XP 003569747
XP 0024612861
XP 015637646
NP 1763651
KDO56856
KDO56855
ONM57543
ABB208951
LOC Os08g061001
LOC Os07g307601
XP 015632478
BAD87806
AT4G190101
LOC Os02g376901
Solyc07g0435001.1
Potri012G031200.2
AT5G481001
AAW014111
XP 0208740171
XP 0208740181
NP 001148567
XP 008657248
XP 003569751
XP 015632784
XP 003569750
XP 003560175
XP 015626261
XP 015638667
X15806
AT3G532601
BAS963731
NP 001167985
AT3G512401
BAS815991
ARD088721
Solyc09g0832202.1
NP 1978411
AAA326631
NP 1817491
AT4G051601
BAS746501
AT1G65060
Solyc06g0831702.1
ABR283291
NP 1920991
Solyc08g0772302.1
CAA430271
LOC Os04g567001
AAP573941
AAX215411
AAX215421
AT5G044101
AAB415041
LOC Os02g268101
AAU062171
Prupe4G050400.1
RcMATE1
ACB316801
NP 0011409151
AT5G232602
LOC Os02g528401
LOC Os04g438001
AAX894011
AAP573951
XP 014752582
XP 008653120
XP 003567087
XP 010929083
BAF283781
LOC Os04g470591
XP 010929073
XP 010929094
ANA531381
XP 015644578
ACG27746
XP 015645278
XP 015622068
XP 002305022
XP 002305021
XP 002305279
AtTT12
NM 100480
AAL066462
BAT147281
ADA345271
AT4G228801
CAD919941
XP 0103142891
BAT015261
QEE042811
Mapoly0073s00381
BAS875061
BAS957021
P483852
LOC Os11g326501
ADL367551
AQL065301
BAA840711
BAB590041
BAF493231
BAE728701
BAA224221
BAD001901
ABB430311
MtMATE1
AT5G662201
RcEEF49069
AtFFT
AAG492991
ABA644681
BAJ163281
BAJ163291
AT5G245201
AFL024661
QED395911
AT3G212301
ACC686851
ACQ658671
AT1G492401
CAD379881
LOC Os02g416501
AT3G21240
AT1G205001
AT1G204901
AT5G381201
LOC Os02g282201
AT5G633801
LOC Os01g442601
LOC Os01g437501
AFL024631
AT1G663701
NP 1768131
ABB838261
ABB838271
AXX215371
AHY003421
ADU787291
ALM319521
Prupe3G163100.1
ABX799451
NP 1760571
AT1G663801
PTQ421981
NP 1927202
BAT169161
AT5G413151
AAS681901
Solyc06g0713102.1
sp|O047731|C75A6 CAMME
AT5G674201
XP 0106649111
XP 0022650481
AT1G095301
Q5FB341
NP 001168082
AT4G375401
AT3G499401
Solyc05g0066502.1
BAT132931
XP 0083411202
LOC Os10g172601
BAB200761
BAA127351
BAE728711
BAD918081
AGF303641
ABG660031
BAT012191
AT2G304901
ABH028931
ACA338501
LOC Os06g181401
BAT227381
ABA186311
LOC Os06g186701
MtMATE2
AJO532751
XP 0110914021
CAA273381
ACC688391
sp|O041111|CHSY PERFR
XP 0023038212
XP 0036016471
AAB010041
BAT145961
ABC713281
ABC713311
BAB878381
CAA098501
ABC591042
AAF041151
QEA085581
ACB569191
AMQ911091
AMQ911111
sp|Q964181|C75A5 EUSER
ABB298991
AAG492981
BAH938111
BAJ163301
NP 1964161
AAD395491
AGF303651
BAA224231
NP 0012411291
ACV650371
AGF303661
ABH065851
BAA121591
BAA763801
AAF345201
sp|Q9SBQ91|F3PH PETHY
sp|P484181|C75A1 PETHY
BAS832571
AMQ911131
KHN219981
VvAM1
VvAM3
BAB590051
LOC Os04g119701
NP 1731692
AAX512911
AQK424061
BAA201431
sp|P510921|LDOX PETHY
LOC Os01g274901
CAA692521
XP 015645476


